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\ SEQUENCE LISTING 

<110> MdCarthy, Sean A, 

<12 0> NOvi^L CRSP PROTEIN AND NUCLEIC ACID MOLECULES AND USES 
THEREFOR 

<130> MEi-oae 

\ 

<140> \ 
<141> \ 

<i5o> 08/842, eseX 

<151> 1997-04-17 V 

\ 

<150> 60/071,589 \ 
<151> 1998-01-15 \ 

\ 

\ 

<160> 19 \ 
<170> Patentin Ver. 2 . O^^^ 
<210> 1 

<211> 2479 \ 
<212> DNA \ 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (38) . . (1087) 
<400> 1 

ggcacgaggg ggcggcggct gcgggcgcag agcggag atg cag egg ctt ggg gcc 55 

Met Gin Arg Leu Gly Ala 
1 5 



acc ctg ctg tgc ctg ctg ctg gcg gcg gcg gtc ccc acg gcc ccc gcg 
Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala Val Pro Thr Ala Pro Ala 
10 15 20 



103 



ccc get ccg acg gcg acc teg get cca gtc aag ccc gge ccg get etc 151 
Pro Ala Pro Thr Ala Thr Ser Ala Pro Val Lys Pro Gly Pro Ala Leu 
25 30 35 



age tac ccg cag gag gag gee ace etc aat gag ^atg tte cge gag gtt 
Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn Glu Piet Phe Arg Glu Val 
40 45 50 

gag gaa ctg atg gag gac acg cag cac aaa ttg cge age gcg gtg gaa 
Glu Glu Leu Met Glu Asp Thr Gin His Lys Leu Arg Ser Ala Val Glu 
" ^0 65 70 



199 



247 



gag atg gag gca gaa gaa get get get aaa gea tea tea gaa gtg aae 295 
Glu Met Glu Ala Glu Glu Ala Ala Ala Lys Ala Ser Ser Glu Val Asn 
75 80 85 



-76- 



ctg gca aac tta cct ccc age tat cac aat gag acc aac aca gac acg 343 
Leu Ala Asn Leu Pro Pro Ser Tyr His Asn Glu Thr Asn Thr Asp Thr 
90 95 100 

aac gtt gga aat aat acc ate eat gtg eac cga gaa att cae aag ata 3 91 
Asn Val Gly Asn Asn Thr lie His Val His Arg Glu lie His Lys lie 
105 110 115 

ace aac aac cag act gga caa atg gtc ttt tea gag aca gtt ate aca 43 9 
Thr Asn Asn Gin Thr Gly Gin Met Val Phe Ser Glu Thr Val lie Thr 
120 125 130 

tct gtg gga gac gaa gaa ggc aga agg age cac gag tge ate ate gae 48 7 
Ser Val Gly Asp Glu Glu Gly Arg Arg Ser His Glu Cys lie lie Asp 
135 140 145 150 

gag gac tgt ggg ccc age atg tac tge cag ttt gee age tte cag tac 53 5 
Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin Phe Ala Ser Phe Gin Tyr 
155 160 165 

ace tge cag cea tge egg ggc cag agg atg etc tge acc egg gac agt 583 
Thr Cys Gin Pro Cys Arg Gly Gin Arg Met Leu Cys Thr Arg Asp Ser 
170 175 180 

9^9 tge tgt gga gac cag etg tgt gtc tgg ggt eac tge ace aaa atg 631 
Glu Cys Cys Gly Asp Gin Leu Cys Val Trp Gly His Cys Thr Lys Met 
185 190 195 

gee acc agg gge age aat ggg acc ate tgt gae aac cag agg gac tge 6 79 
Ala Thr Arg Gly Ser Asn Gly Thr lie Cys Asp Asn Gin Arg Asp Cys 
200 205 210 

cag ecg ggg etg tge tgt gee tte cag aga ggc etg etg tte cct gtg 72 7 
Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg Gly Leu Leu Phe Pro Val 
215 220 225 230 

tge aca ccc etg ece gtg gag gge gag ett tge cat gac ccc gee age 775 
Cys Thr Pro Leu Pro Val Glu Gly Glu Leu Cys His Asp Pro Ala Ser 
235 240 245 

egg ett etg gae etc ate acc tgg gag eta gag cct gat gga gee ttg 82 3 
Arg Leu Leu Asp Leu lie Thr Trp Glu Leu Glu Pro Asp Gly Ala Leu 
250 255 260 

gac cga tge cct tgt gee agt ggc etc etc tge cag ccc eac age cac 871 
Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu Cys Gin Pro His Ser His 
265 270 275 

age etg gtg tat gtg tge aag ecg ace tte gtg ggg age cgt gac eaa 919 
Ser Leu Val Tyr Val Cys Lys Pro Thr Phe Val Gly Ser Arg Asp Gin 
280 285 290 

gat ggg gag ate etg etg cee aga gag gtc ece gat gag tat gaa gtt 967 
Asp Gly Glu lie Leu Leu Pro Arg Glu Val Pro Asp Glu Tyr Glu Val 
295 300 305 310 



-77- 



ggc age ttc atg gag gag gtg cgc cag gag ctg gag gac ctg gag agg 1015 
Gly Ser Phe Met Glu Glu Val Arg Gin Glu Leu GIu Asp Leu Glu Arg 
315 320 325 

age ctg act gaa gag atg gcg ctg agg gag cet gcg get gee gcc get 1063 
Ser Leu Thr Glu Glu Met Ala Leu Arg Glu Pro Ala Ala Ala Ala Ala 
330 335 340 

gca ctg ctg gga agg gaa gag att tagatctgga ccaggctgtg ggtagatgtg 1117 
Ala Leu Leu Gly Arg Glu Glu lie 
345 350 

eaatagaaat agctaattta tttccccang tgtgtgcttt aagegtggge tgaeeaggct 1177 

tcttectaea tettctteec agtaagtttc ccctctggct tgacagcatg aggtgttgtg 1237 

catttgttca gctccceeag gctgttetce aggettcaca gtetggtget tgggagagtc 1297 

aggeagggtt aaactgeagg agcagtttgc eaceectgtc cagattattg gctgctttgc 13 57 

ctctaccagt tggcagacag ccgtttgttc tacatggctt tgataattgt ttgaggggag 1417 

gagatggaaa caatgtggag tctccctctg attggttttg gggaaatgtg gagaagagtg 14 77 

ccctgctttg eaaacatcaa cctggcaaaa atgcaacaaa tgaattttcc acgcagttct 1537 

ttccatggge ataggtaagc tgtgecttea gctgttgcag atgaaatgtt ctgttcacec 1597 

tgcattacat gtgtttattc atecagcagt gttgctcagc tectaectct gtgeeaggge 1657 

agcattttea tatccaagat caattcectc tetcageaca gcctggggag ggggtcattg 1717 

ttetcctcgt ccatcaggga tttcagaggc teagagactg eaagctgctt gcceaagtca 1777 

cacagctagt gaagaccaga gcagtttcat ctggttgtga ctetaagctc agtgctetct 183 7 

ccactacccc acaccagcct tggtgccacc aaaagtgctc cccaaaagga aggagaatgg 18 97 

gatttttctt ttgaggcatg cacatctgga attaaggtca aactaattct cacatcectc 1957 

taaaagtaaa ctactgttag gaacagcagt gttctcacag tgtggggcag ccgtccttct 2017 

aatgaagaca atgatattga eactgtccct ctttggcagt tgcattagta actttgaaag 2077 

gtatatgact gagegtagca taeaggttaa cctgcagaaa cagtacttag gtaattgtag 2137 

ggcgaggatt ataaatgaaa tttgcaaaat caettageag caactgaaga eaattatcaa 2197 

ccacgtggag aaaatcaaae cgageagggc tgtgtgaaac atggttgtaa tatgcgactg 225 7 

cgaaeactga actctacgce aetccacaaa tgatgttttc aggtgtcatg gaetgttgcc 2317 

accatgtatt catccagagt tcttaaagtt taaagttgca catgattgta taageatgct 23 7 7 

ttctttgagt tttaaattat gtataaacat aagttgcatt tagaaatcaa gcataaatca 2437 

cttcaactgc taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 2479 
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<210> 2 
<211> 350 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gin Arg i.eu Gly Ala Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala 

5 10 15 

Val Pro Thr Ala Pro Ala Pro Ala Pro Thr Ala Thr Ser Ala Pro Val 
20 25 30 

Lys Pro Gly Pro Ala Leu Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn 

40 45 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 

60 

Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 

7 0 

80 

Ala ser Ser Glu Val Asn Leu Ala Asn Leu Pro Pro Ser Tyr His Asn 
85 90 95 

Glu Thr Asn Thr Asp Thr Asn Val Gly Asn Asn Thr He His Val His 

±UU 1 n c; 

110 

Arg Glu lie His Lys He Thr Asn Asn Gin Thr Gly Gin Met Val Phe 

120 

ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Arg Arg Ser 

135 

His Glu cys He He Asp Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin 

1 5 U 1 q 

160 

Phe Ala ser Phe Gin Tyr Thr Cys Gin Pro Cys Arg Gly Gin Arg Met 

J-bb -1 -7/-) 

•^^^ 175 

I^eu cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Val Trp 

185 

Gly His cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr He Cys 

200 205 

ASP Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 

220 

Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 

^■^^ 240 
cys His ASP Pro Ala Ser Arg Leu Leu Asp Leu He Thr Trp Glu Leu 



250 



255 
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Glu Pro Asp Gly 
260 

Cys Gin Pro His 
275 

Val Gly Ser Arg 
290 

Pro Asp Glu Tyr 
305 

Leu Glu Asp Leu 



Pro Ala Ala Ala 
340 



Ala Leu Asp Arg 



Ser His Ser Leu 
280 

Asp Gin Asp Gly 
295 

Glu Val Gly Ser 
310 

Glu Arg Ser Leu 

325 

Ala Ala Ala Leu 



Cys Pro Cys Ala 
265 

Val Tyr Val Cys 



Glu lie Leu Leu 
300 

Phe Met Glu Glu 
315 

Thr Glu Glu Met 
330 

Leu Gly Arg Glu 
345 



Ser Gly Leu Leu 
270 

Lys Pro Thr Phe 
285 

Pro Arg Glu Val 



Val Arg Gin Glu 
320 

Ala Leu Arg Glu 
335 

Glu He 
350 



<210> 3 
<211> 1050 
<212> DNA 
<213>"Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1050) 



<400> 3 

atg cag egg ctt ggg gee acc ctg ctg tgc ctg ctg ctg gcg gcg gcg 4 8 

Met Gin Arg Leu Gly Ala Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala 
15 10 15 



gtc ccc acg gcc ccc gcg ccc get ccg acg gcg acc teg get cca gtc 96 
Val Pro Thr Ala Pro Ala Pro A.la Pro Thr Ala Thr Ser Ala Pro Val 
20 25 30 



aag ccc ggc ccg get etc age tac ccg cag gag gag gcc acc etc aat 144 
Lys Pro Gly Pro Ala Leu Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn 
35 40 45 



gag atg ttc cge gag gtt gag gaa ctg atg gag gac acg cag cac aaa 192 
Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 
50 55 60 



ttg cge age gcg gtg gaa gag atg gag gca gaa gaa get get get aaa 240 
Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 
65 70 75 80 



gca tea tea gaa gtg aac ctg gca aac tta cct ccc age tat cac aat 288 
Ala Ser Ser Glu Val Asn Leu Ala Asn Leu Pro Pro Ser Tyr His Asn 
85 90 95 



gag ace aac aca gac acg aac gtt gga aat aat acc ate cat gtg cac 336 
Glu Thr Asn Thr Asp Thr Asn Val Gly Asn Asn Thr He His Val His 
100 105 110 
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cga gaa att cac aag ata acc aac aac cag act gga caa atg gtc ttt 384 
Arg Glu lie His Lys lie Thr Asn Asn Gin Thr Gly Gin Met Val Phe 
115 120 125 

tea gag aca gtt ate aca tct gtg gga gac gaa gaa ggc aga agg age 432 
Ser Glu Thr Val lie Thr Ser Val Gly Asp Glu Glu Gly Arg Arg Ser 
130 135 140 

cac gag tgc ate ate gae gag gac tgt ggg ccc age atg tac tgc cag 480 
His Glu Cys lie lie Asp Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin 
145 150 155 160 

ttt gee age tte cag tac ace tgc cag eca tgc egg ggc cag agg atg 528 
Phe Ala Ser Phe Gin Tyr Thr Cys Gin Pro Cys Arg Gly Gin Arg Met 
165 170 175 

etc tgc acc egg gac agt gag tgc tgt gga gac cag ctg tgt gtc tgg 5 76 
Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Val Trp 
180 185 190 

ggt cac tgc acc aaa atg gee acc agg ggc age aat ggg ace ate tgt 624 
Gly His Cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr lie Cys 
195 200 205 

gac aac cag agg gae tgc cag ccg ggg ctg tgc tgt gcc ttc cag aga 672 
Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 
210 215 220 

ggc ctg ctg ttc ect gtg tgc aca ccc ctg ccc gtg gag ggc gag ett 720 
Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 
225 230 235 240 

tgc cat gae ccc gcc age egg ctt ctg gac etc ate acc tgg gag eta 768 
Cys His Asp Pro Ala Ser Arg Leu Leu Asp Leu lie Thr Trp Glu Leu 
245 250 255 

gag ect gat gga gcc ttg gac cga tgc cct tgt gcc agt ggc etc etc 816 
Glu Pro Asp Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 
260 265 270 

tgc cag ccc cac age cac age ctg gtg tat gtg tgc aag ccg acc ttc 864 
Cys Gin Pro His Ser His Ser Leu Val Tyr Val Cys Lys Pro Thr Phe 
275 280 285 

gtg ggg age cgt gac caa gat ggg gag ate ctg ctg ccc aga gag gtc 912 
Val Gly Ser Arg Asp Gin Asp Gly Glu He Leu Leu Pro Arg Glu Val 
290 295 300 

ccc gat gag tat gaa gtt ggc age ttc atg gag gag gtg egc cag gag 960 
Pro Asp Glu Tyr Glu Val Gly Ser Phe Met Glu Glu Val Arg Gin Glu 
305 310 315 320 

etg gag gac ctg gag agg age ctg act gaa gag atg gcg ctg agg gag 1008 
Leu Glu Asp Leu Glu Arg Ser Leu Thr Glu Glu Met Ala Leu Arg Glu 
325 330 335 



- 81 - 



cct gcg get gcc gcc get gca ctg ctg gga agg qaa qaa a^^ 
Pro Ala Ala Ala Ala Ala Ala Leu Leu Gly A^g Tin Glu l^e 

345 



10 



<210> 4 

<211> 848 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (125) . . (796) 



<400> 4 



gaatteggea egagagaega egtgetgage tgecagetta gtggaagete tgetetgggt 60 
ggagageage etegetttgg tgaegeaeag tgetgggaee eteeaggage eeegggattg X20 

- ^ Ii- S - - - - - cte tge tet eee 1. 

5 10 15 



ctg gga get etg gte etg gae tte aac aae ate agg age tet act 
Leu Gly Ala Leu Val Leu Asp Phe Asn Asn lie A^ sTr III S Lp 

30 

s III s s 1^1 m s z: - III z; - - 
'^i s I?. - - - z I- III - 

60 

s ?s - - 21 s s s s ^2 

70 7^ 



tgc cct ggg aca etc tgt gtg aac aat art i-rrt- 

Cys P.O Gly ... .eu C?3 U Asn Z tl r^.r S Me^? G^i.^ 

85 90 95 

p^: iTu iTu 111 r r t ^- 

inn ^^'^ Thr His 



105 



110 



120 125 



I?. I" S I- 1- - S= - - - - - 



217 



265 



313 



361 



409 



457 



I" s - - - 

115 -I ^ n 



553 
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agt tgt ctg aga act ttt gac tgt qgc cct aaa c-t-t- i-r,^ ^ ^ 

c., z III iTy ^; z: III 2^ 



cat ttt tgg acg aaa att tgt aag cca qtc ctt tta ci^c rrrr 

Ph. p„ u '^i III Ty III 

165 



175 



<210> 5 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 5 



Met val Ala Ala Val ^eu Leu Oly Leu Ser Trp Leu Cys Ser Pro Leu 

^ 10 15 

Gly Ala Leu Val Leu Asp Phe Asn Asn He Arg Ser Ser Ala Asp Leu 

30 

His Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Asp Thr Asp Cys Asn 

40 45 

Thr Arg Lys Phe Cys Leu Gin Pro Arg Asp Glu Lys Pro Phe Cys Ala 

^5 60 

Thr cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Asp Ala Met Cys Cys 

70 jc 

80 

Pro Gly Thr Leu Cys Val Asn Asp Val Cys Thr Thr Met Glu Asp Ala 
85 90 95 

Thr Pro lie Leu Glu Arg Gin Leu Asp Glu Gin Asp Gly Thr His Ala 

110 

Glu Gly Thr Thr Gly His Pro Val Gin Glu Asn Gin Pro Lys Arg Lys 

120 125 

Pro ser lie Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Glu Ser 



601 



tgc tec aga aga ggg cat aaa gac act get caa get cca aaa ^tr^ 
cys ser Arg Arg Gly His Lys Asp Thr La Gin Sa Pr^ Glu lie Phe' 

18 0 185 

S - Z Z S If- 1- S - z ttl T„ Z S 

200 205 

age aat egg cag cat get ega tta aga gta tqc caa = 
s.r 4 t3c c.. .„ „a 

220 

eta taaatatttc aaaataaaga agaatecaea ttgcaaaaaa aaaaaaaaaa aa 848 



140 
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Cys Leu Arg Thr 
145 

Phe Trp Thr Lys 

Ser Arg Arg Gly 
180 

Arg Cys Asp Cys 
195 

Asn Arg Gin His 
210 



Phe Asp Cys Gly 
150 

He Cys Lys Pro 
165 

His Lys Asp Thr 

Gly Pro Gly Leu 
200 

Ala Arg Leu Arg 
215 



Pro Gly Leu Cys 
155 

Val Leu Leu Glu 
170 

Ala Gin Ala Pro 
185 

Leu Cys Arg Ser 



Val Cys Gin Lys 
220 



Cys Ala Arg His 
160 

Gly Gin Val Cys 
175 

Glu He Phe Gin 
190 

Gin Leu Thr Ser 
205 

He Glu Lys Leu 



<210> 6 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 



<400> 6 



»:? ;2 s III - - c- s '^t s 



5 10 15 



z s: s ^ - - 1- s - li z 

30 

cat ggg gcc egg aag qgc tea caa tan ni-r. 

His Gly Ala Arg Lys Gly Ser Gin rll """" ^^"^ ''^'^ 

a i.ys c.xy ser Gin Cys Leu Ser Asp Thr Asp Cys Asn 

40 45 

S Z - S 2= L" -I S III - E 

60 

?s - s :s z z s - - 

80 

cct ggg aca etc tgt gtq aac aat ath ^rT^- 

3.. X.. U S Tr rZ '.II III I" 

85 

- iz ir. ^^i z ir„ z; z ?s s s 

X u u 10 5 

3- s s 1" s ^ ^'i 



48 



96 



144 



192 



240 



288 



336 



384 



120 125 
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Pro r?^ f^^ ^""^ ""^^ gag gga gaa agt 

Pro Ser He Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Tlu llr 

135 

tgt ctg aga act ttt gac tgt ggc cct gga ctt tgc tgt get cat cat 
Cvs Leu Aro Thi- DK^ 7\„„ _r ^ 



cy= .,u ..e T.. «p cjs aj. p.; m „" 

160 

ttt tgg acg aaa att tgt aacr cca otr ni-t- 

Phe Tr-r. Thr- T ..c ti ^ ^ ^STa cag gtc tgc 

Phe Trp Thr Lys He Cys Lys Pro Val Leu Leu Glu Gly Gin Val Cys 
16 5 



170 



175 



tec aga aga ggg cat aaa gac act get caa qct cca aaa ^i-r^ i-^^ 

se. a^ Hi. ..p ™. L. J,. jaj 

± o U 



185 



190 



cgt tgc gac tgt ggc cct gga eta ctg tgt cga age caa ttcr ^r^^ 
Arg cys Asp Cys Gly Pro Gly .eu .eu Cys Arg Ser G^n 111 r^r sT 



200 205 



aat egg cag cat get cga tta aga gta tac raa = 
A=„ J., 0I„ Hi. .i. ^„ 4 - |»a «. 

220 



432 



480 



528 



576 



624 



672 



<210> 7 

<211> 1529 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (93) . . (890) 



<400> 7 

ccggaegcgt gggcggeaeg gtttegtggg gacccagget tgeaaagtga cggtcatttt 60 

ctctttettt ctccctettg agtecttetg ag atg atg get ctg ggc gca gcg 

Met Met Ala Leu Gly Ala Ala 
1 5 



113 



c?' s ^i: SI ti itt I- - - - - s 

^5 20 

cac cct ctg ctg gga gtg age gee acc ttg aae teg gtt etc aat t.r- 
H.S Pro .eu Leu Gly Val Ser Ala Thr Leu Asn Ser Jal Le^ Tsl iTr 



aac get ate aag aae ctq cce cca non r^*-^ 

A» ... ^„ p„ III iTy z s III III »■= 



s 

50 - 55 



p" z iTr It: r.i ti: m m r 

70 



161 



209 



257 



305 



-85- 



aat aag tac cag acc att gac aac tac cag ccg tac ccg tgc gca gag 353 
Asn Lys Tyr Gin Thr lie Asp Asn Tyr Gin Pro Tyr Pro Cys Ala Glu 
75 80 85 

gac gag gag tgc ggc act gat gag tac tgc get agt ccc acc cgc gga 4 01 
Asp Glu Glu Cys Gly Thr Asp Glu Tyr Cys Ala Ser Pro Thr Arg Gly 
90 95 100 

ggg gac gca ggc gtg caa ate tgt etc gcc tgc agg aag cgc cga aaa 44 9 
Gly Asp Ala Gly Val Gin lie Cys Leu Ala Cys Arg Lys Arg Arg Lys 
105 110 115 

cgc tgc atg cgt cac get atg tgc tgc ccc ggg aat tac tgc aaa aat 4 97 
Arg Cys Met Arg His Ala Met Cys Cys Pro Gly Asn Tyr Cys Lys Asn 
120 125 130 135 

gga ata tgc gtg tet tet gat caa aat cat ttc cga gga gaa att gag 54 5 
Gly lie Cys Val Ser Ser Asp Gin Asn His Phe Arg Gly Glu lie Glu 
140 145 150 

gaa acc ate act gaa age ttt ggt aat gat cat age acc ttg gat ggg 593 
Glu Thr lie Thr Glu Ser Phe Gly Asn Asp His Ser Thr Leu Asp Gly 
155 160 165 

tat tec aga aga acc acc ttg tet tea aaa atg tat cac acc aaa gga 641 
Tyr Ser Arg Arg Thr Thr Leu Ser Ser Lys Met Tyr His Thr Lys Gly 
170 175 180 

caa gaa ggt tet gtt tgt etc egg tea tea gac tgt gee tea gga ttg 6 89 
Gin Glu Gly Ser Val Cys Leu Arg Ser Ser Asp Cys Ala Ser Gly Leu 
185 190 195 

tgt tgt get aga cac ttc tgg tec aag ate tgt aaa cct gtc etg aaa 737 
Cys Cys Ala Arg His Phe Trp Ser Lys lie Cys Lys Pro Val Leu Lys 
200 205 210 215 

gaa ggt caa gtg tgt acc aag eat agg aga aaa ggc tet eat gga eta 78 5 
Glu Gly Gin Val Cys Thr Lys His Arg Arg Lys Gly Ser His Gly Leu 
220 225 230 

gaa ata ttc cag cgt tgt tac tgt gga gaa ggt etg tet tgc egg ata 833 
Glu lie Phe Gin Arg Cys Tyr Cys Gly Glu Gly Leu Ser Cys Arg He 
235 240 245 

cag aaa gat cac cat caa gee agt aat tet tet agg ett cac act tgt 881 
Gin Lys Asp His His Gin Ala Ser Asn Ser Ser Arg Leu His Thr Cys 
250 255 260 

cag aga cac taaaccaget atceaaaatg cagtgaacte cttttatata 93 0 

Gin Arg His 
265 

atagatgeta tgaaaacett ttatgacett cateaactea atcctaagga tatacaagtt 990 



ctgtggttte agttaageat tecaataaca ccttccaaaa acctggagtg taagagcttt 1050 
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gtttctttat ggaactcccc tgtgattgca gtaaattact gtattgtaaa ttctcagtgt 1110 
ggcacttacc tgtaaatgca atgaaacttt taattatttt tctaaaggtg ctgcactgcc 1170 
tatttttcct cttgttatgt aaatttttgt acacattgat tgttatcttg actgacaaat 1230 
attctatatt gaactgaagt aaatcatttc agcttatagt tcttaaaagc ataacccttt 1290 
accccatttn attctagagt cnagaacgca aggatctctt ggaatgacaa atgataggta 1350 
cctaaaatgt aacatgaaaa tactagctta ttttctgaaa tgtactatct taatgcttaa 1410 
attatatttc cctttaggct gtgatagttt ttgaaataaa atttaacatt taatatcatg 1470 
aaatgktata agtagacata aaaaaaaaaa aaaaaaaaaa agggcggccg ctagactag 152 9 



<210> 8 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Met Ala Leu Gly Ala Ala Gly Ala Thr Arg Val Phe Val Ala Met 
15 10 15 

Val Ala Ala Ala Leu Gly Gly His Pro Leu Leu Gly Val Ser Ala Thr 
20 25 30 

Leu Asn Ser Val Leu Asn Ser Asn Ala lie Lys Asn Leu Pro Pro Pro 
35 40 45 

Leu Gly Gly Ala Ala Gly His Pro Gly Ser Ala Val Ser Ala Ala Pro 
50 55 60 

Gly lie Leu Tyr Pro Gly Gly Asn Lys Tyr Gin Thr lie Asp Asn Tyr 
65 70 75 80 

Gin Pro Tyr Pro Cys Ala Glu Asp Glu Glu Cys Gly Thr Asp Glu Tyr 
85 90 95 

Cys Ala Ser Pro Thr Arg Gly Gly Asp Ala Gly Val Gin lie Cys Leu 
100 105 110 

Ala Cys Arg Lys Arg Arg Lys Arg Cys Met Arg His Ala Met Cys Cys 
115 120 125 

Pro Gly Asn Tyr Cys Lys Asn Gly lie Cys Val Ser Ser Asp Gin Asn 
130 135 140 

His Phe Arg Gly Glu lie Glu Glu Thr He Thr Glu Ser Phe Gly Asn 
145 150 155 160 

Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser Ser 
165 170 175 



-87- 



Lys Met Tyr His Thr .ys Oly Oln Glu Oly Ser Val Cys Leu Arg Se. 

185 3^gQ 

Ser ASP Cys Ala Ser Gly X.eu Cys Cys Ala Arg His Phe Trp Ser .ys 

200 205 

lie Cy, .y. p„ val L,„ oi. 01„ V.l Cy^ Th, .y, ..5 

^-^^ 220 
Arg Lys Gly Ser His Gly Leu Glu He Ph^ ni r. 7. 

225 230 ^ '^^^ '^^'^ *^ly 



230 235 

^-^^ 240 



Glu Gly Leu Ser Cys Arg He Gin Lys Asp His Hi 



...^ ... ^ys Asp His His Gin Ala Ser Asn 

^ -> o c r> 



250 255 



Ser Ser Arg Leu His Thr Cys Gin Arg His 



265 



<210> 9 
<211> 798 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (798) 

<400> 9 



'^l s:? iz z s s z s - - - It - 

^° 15 

iz s s: s= - s s - s s =^ 
s - - s ?L= - s - - 

40 45 
ctg ggc ggc get gcg ggg cac cca ggc tct oca ate 

^eu Gly Gly Ala Ala Gly His Pro Ify Ser S tTr S S Pr^ 

60 

Ty LI Tyl m r "° ^« "<= 

Tyr Pro Gly Gly s.„ Ly^ xyr Oln Thr He Ssp Aan Tyr 

7 5 

=S S ^^r Pr- S I- - - - S S S i ^ 

90 

E s- s ?.=r s gT III Sy ;2 i - - 

-^^^ 110 



240 



88 



-88- 



gcc tgc agg aag cgc cga aaa cgc tgc atg cgt cac get atg tgc tgc 384 
Ala Cys Arg Lys Arg Arg Lys Arg Cys Met Arg His Ala Met Cys Cys 
115 120 125 

ccc ggg aat tac tgc aaa aat gga ata tgc gtg tct tct gat caa aat 432 
Pro Gly Asn Tyr Cys Lys Asn Gly lie Cys Val Ser Ser Asp Gin Asn 
130 135 140 

cat ttc cga gga gaa att gag gaa acc ate act gaa age ttt ggt aat 480 
His Phe Arg Gly Glu lie Glu Glu Thr lie Thr Glu Ser Phe Gly Asn 
145 150 155 160 

gat cat age acc ttg gat ggg tat tec aga aga acc acc ttg tct tea 528 
Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser Ser 
165 170 175 

aaa atg tat cac acc aaa gga caa gaa ggt tct gtt tgt etc egg tea 576 
Lys Met Tyr His Thr Lys Gly Gin Glu Gly Ser Val Cys Leu Arg Ser 
180 185 190 

tea gac tgt gee tea gga ttg tgt tgt get aga cae ttc tgg tec aag 624 
Ser Asp Cys Ala Ser Gly Leu Cys Cys Ala Arg His Phe Trp Ser Lys 
195 200 205 

ate tgt aaa cet gtc ctg aaa gaa ggt caa gtg tgt acc aag cat agg 672 
lie Cys Lys Pro Val Leu Lys Glu Gly Gin Val Cys Thr Lys His Arg 
210 215 220 

aga aaa ggc tct cat gga eta gaa ata ttc cag cgt tgt tac tgt gga 72 0 
Arg Lys Gly Ser His Gly Leu Glu lie Phe Gin Arg Cys Tyr Cys Gly 
225 230 235 240 

gaa ggt ctg tct tgc egg ata cag aaa gat cac cat caa gee agt aat 768 
Glu Gly Leu Ser Cys Arg lie Gin Lys Asp His His Gin Ala Ser Asn 
245 250 255 

tct tct agg ctt cac act tgt cag aga cac 798 
Ser Ser Arg Leu His Thr Cys Gin Arg His 
260 265 



<210> 10 
<211> 702 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (537) 

<400> 10 

gaa ttc ggc acg agg gtt ggg agg tat tgc cac agt ccc cac caa gga 48 
Glu Phe Gly Thr Arg Val Gly Arg Tyr Cys His Ser Pro His Gin Gly 
15 10 15 



-89- 



tca teg gcc tgc atg gtg tgt egg aga aaa aag aag cgc tgc cac cga 96 
Ser Ser Ala Cys Met Val Cys Arg Arg Lys Lys Lys Arg Cys His Arg 
20 25 30 

gat ggc atg tgc tgc ccc agt acc cgc tgc aat aat ggc ate tgt ate 144 
Asp Gly Met Cys Cys Pro Ser Thr Arg Cys Asn Asn Gly lie Cys He 
35 40 45 

cca gtt act gaa age ate tta acc cct cac ate ccg get ctg gat ggt 192 
Pro Val Thr Glu Ser He Leu Thr Pro His He Pro Ala Leu Asp Gly 
50 55 60 

act egg cac aga gat cga aac cac ggt cat tac tea aac cat gac ttg 240 
Thr Arg His Arg Asp Arg Asn His Gly His Tyr Ser Asn His Asp Leu 
65 70 75 80 

gga tgg cag aat eta gga aga cca cac act aag atg tea cat ata aaa 288 
Gly Trp Gin Asn Leu Gly Arg Pro His Thr Lys Met Ser His He Lys 
85 90 95 

ggg cat gaa gga gac ccc tgc eta cga tea tea gac tgc att gaa ggg 336 
Gly His Glu Gly Asp Pro Cys Leu Arg Ser Ser Asp Cys He Glu Gly 
100 105 110 

ttt tgc tgt get cgt cat ttc tgg acc aaa ate tgc aaa cca gtg etc 384 
Phe Cys Cys Ala Arg His Phe Trp Thr Lys He Cys Lys Pro Val Leu 
115 120 125 

cat cag ggg gaa gte tgt ace aaa caa cgc aag aag ggt tet cat ggg 432 
His Gin Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly Ser His Gly 
130 135 140 

ctg gaa att ttc cag cgt tgc gac tgt gcg aag ggc ctg tet tgc aaa 4 80 
Leu Glu He Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 
145 150 155 160 

gta tgg aaa gat gcc acc tac tec tec aaa gee aga etc cat gtg tgt 528 
Val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val Cys 
165 170 175 

cag aaa att tgatcaccat tgaggaacat catcaattgc agactgtgaa 5 77 

Gin Lys He 

gttgtgtatt taatgcatta tageatggtg gaaaataagg ttcagatgea gaagaatggc 637 
taaaataaga aacgtgataa gaatatagat gatcacaaaa aaaaaaaaaa aaaagatgcg 6 97 
gccgc 702 



<210> 11 

<211> 179 

<212> PRT 

<213> Homo sapiens 



<400> 11 



-90- 



Glu Phe Gly Thr Arg Val Gly Arg Tyr Cys His Ser Pro His Gin Gly 

5 10 15 

ser ser Ala Cys Met Val Cys Arg Arg Lys Lys Lys Arg Cys His Arg 

30 

Asp Gly Met Cys Cys Pro Ser Thr Arg Cys Asn Asn Gly He Cys He 



45 



Pro val Thr Glu Ser He Leu Thr Pro His He Pro Ala Leu Asp Gly 

60 



Thr Arg His Arg Asp Arg Asn His Gly His Tyr Ser 



70 



75 



Asn His Asp Leu 



80 



Gly Trp Gin Asn Leu Gly Arg Pro His Thr Lys Met Ser His He Lys 



Gly His Glu Gly Asp Pro Cys Leu Arg S 



100 



105 



er Ser Asp Cys He Glu Gly 



110 



Phe cys cys Ala Arg His Phe Trp Thr Lys He Cys Lys Pro Val Leu 

His Gin Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly Ser His Gly 

140 

^eu Glu He Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 

-^^^ 160 
val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val Cys 

-Lb b 1 7n 



Gin Lys He 



<210> 12 
<211> 537 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (537) 



£l£z s 111 ?" Ill zi s s " 
3- s ^ - - - - - r/, "I - - -J z - 

30 



-91 - 



z m t^i £ ^ - - .^e. 

i I" 3- -r: s ^ - - - 
i - - 2J I." i s s ^ - 

75 

21 L'„' L" I- -r «^ c,c „a 

xy Arg Pro His Thr Lys Met Ser His He Lys 

90 

i?^ ?L* z s 2j z T ir 

100 ^ ^>^s ^le Glu Gly 

110 

ttt tgc tgt get cgt cat ttc tgg acc aaa ^ 

C.3 C.3 ... - ,J - '^11 ^.C ,„ 

■"•^^ 125 
cat cag ggg gaa gtc tqt acc p^^^ 

H.. ... £ - 2= It i:i X 

^"^^ 140 

s 2: Sp I? r 

145 ""^^ Lys Gly Leu Ser Cys Lys 

■^^^ 160 

gta tgg aaa gat gcc acc tac tec tec 

Val Trp Lys Asp Ala Thr Tyr Ser S^r Lvs 1^ t^" 

165 Val Cys 



144 



192 



240 



288 



336 



384 



432 



480 



"0 175 



cag aaa att 

Gin Lys lie 537 



<210> 13 
<211> 928 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (75) . . (800) 

<400> 13 



c.c„,,„. ^^^^^^^^^^ ^^^^^^^^^^ ^^^^^^^^^^ 

a3.ag3gg=g gggt ,tg gga g.. g„ 

"et .1, 31„ „, 3„ .39 egg 

^ 10 



-92- 



cat ctg ctg gtc ctg ctg ctg etc etc tct acc ctg gtg ate ccc tec 158 

His Leu Leu Val Leu Leu Leu Leu Leu Ser Thr Leu Val lie Pro Ser 
15 20 25 

get gca get ect ate cat gat get gac gee eaa gag age tec ttg ggt 206 

Ala Ala Ala Pro lie His Asp Ala Asp Ala Gin Glu Ser Ser Leu Gly 
30 35 40 

etc aca ggc etc eag age eta etc eaa ggc ttc age ega ett tte ctg 254 

Leu Thr Gly Leu Gin Ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu 

45 50 55 60 

aaa ggt aac ctg ett egg ggc ata gac age tta ttc tct gee ccc atg 302 

Lys Gly Asn Leu Leu Arg Gly lie Asp Ser Leu Phe Ser Ala Pro Met 

65 70 75 

gac ttc egg ggc etc ect ggg aac tac cac aaa gag gag aac cag gag 350 

Asp Phe Arg Gly Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu 

80 85 90 

cac cag ctg ggg aac aac acc etc tec age cac etc cag ate gac aag 3 98 

His Gin Leu Gly Asn Asn Thr Leu Ser Ser His Leu Gin lie Asp Lys 
95 100 105 

atg acc gac aac aag aca gga gag gtg ctg ate tec gag aat gtg gtg 446 

Met Thr Asp Asn Lys Thr Gly Glu Val Leu lie Ser Glu Asn Val Val 

110 115 120 

gca tec att eaa cea gcg gag ggg age ttc gag ggt gat ttg aag gta 4 94 

Ala Ser lie Gin Pro Ala Glu Gly Ser Phe Glu Gly Asp Leu Lys Val 

125 130 135 140 

ccc agg atg gag gag aag gag gee ctg gta ccc ate eag aag gee acg 542 

Pro Arg Met Glu Glu Lys Glu Ala Leu Val Pro lie Gin Lys Ala Thr 

145 150 155 

gac age tte cac aca gaa etc eat ccc egg gtg gee tte tgg ate att 590 

Asp Ser Phe His Thr Glu Leu His Pro Arg Val Ala Phe Trp lie lie 

160 165 170 

aag ctg cca egg egg agg tee cac cag gat gee ctg gag ggc ggc cac 638 

Lys Leu Pro Arg Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His 
175 180 185 

tgg etc age gag aag ega cac cgc ctg cag gee ate egg gat gga etc 686 

Trp Leu Ser Glu Lys Arg His Arg Leu Gin Ala lie Arg Asp Gly Leu 

190 195 200 

cgc aag ggg acc cac aag gac gtc eta gaa gag ggg acc gag age tec 7 34 

Arg Lys Gly Thr His Lys Asp Val Leu Glu Glu Gly Thr Glu Ser Ser 

205 210 215 220 

tee cac tec agg ctg tec ccc ega aag acc cac tta ctg tac ate etc 782 

Ser His Ser Arg Leu Ser Pro Arg Lys Thr His Leu Leu Tyr lie Leu 

225 230 235 
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p"" HI "f? f'.^ taggggtggg gaccggggag cacctgcctg 830 



Arg Pro Ser Arg Gin Leu 
240 



tagcccccat cagaccctgc cccaagcacc atatggaaat aaagttcttt cttacatcta 890 
aaaaaaaaaa aaaaaaaaaa aaaaaaattg gcggccgc 



<210> 14 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 14 



Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg His Leu Leu Val 

^ 10 15 

Leu Leu Leu Leu Leu Ser Thr Leu Val He Pro Ser Ala Ala Ala Pro 



20 



25 



30 



He His Asp Ala Asp Ala Gin Glu 



35 



40 



Ser Ser Leu Gly Leu Thr Gly 



Leu 



45 



Gin ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu Lys Gly Asn Leu 



60 



Leu Arg Gly He Asp Ser Leu Phe Ser Ala Pro Met Asp Phe Arg Gly 

^° 80 



Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu His Gin Leu Gly 
85 90 95 

Asn Asn Thr Leu Ser Ser His Leu Gin He Asp Lys Met Thr Asp Asn 
100 105 

Lys Thr Gly Glu Val Leu He Ser Glu Asn Val Val Ala Ser He Gin 

120 125 

Pro Ala Glu Gly Ser Phe Glu Gly Asp Leu Lys Val Pro Arg Met Glu 
"0 135 

Glu Lys Glu Ala Leu Val Pro He Gin Lys Ala Thr Asp Ser Phe His 

"° 155 160 

Thr Glu Leu His Pro Arg Val Ala Phe Trp He He Lys Leu Pro Arg 
165 170 175 

Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His Trp Leu Ser Glu 
180 185 190 

Lys Arg His Arg Leu Gin Ala He Arg Asp Gly Leu Arg Lys Gly Thr 
195 200 205 



His Lys Asp Val Leu Glu Glu Gly Thr Glu 



210 - Kis Ser Arg 

215 220 



928 
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Leu Ser Pro Arg Lys Thr His Leu Leu Tyr lie Leu Arg Pro Ser Arg 

Gin Leu 



230 

240 



<210> 15 

<2ll> 726 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (726) 



<400> 15 



Met Tin Til T ctg gto 

Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg His Leu Leu Val 



5 10 15 



Leu Leu r^"" f """^ ^'^'^ ^tg ate coc tec get gea get eet 

Leu Leu Leu Leu Leu Ser Thr Leu Val He Pro Ser Ila Ila Ila Pro 

30 

ate cat gat get gac gcc caa gaq aac tec ^^cr rr^ri- 

II. Hi, J,^ III S.. etc .c, 

45 

cag age eta etc caa ggc ttc aac caa 

Gin ser I,.u Leu Gin S?v Ph. sir ?" !?' "9 



31n S„ .en 31„ s^r IT, S Ty 

60 

ctt egg gge ata gac age tta tte tet gee ecc ata o^,r^ 

w .1, .sp 3„ .en ..e Ser II. Pr^ '„H IT, Itl ITy 



80 



ti: s z - ?2 - s s 01^ s 



95 



^'n S L'n s"r sS S L'n S ^ ^ I^p 

z IK III ir. - s si: s 

-L ~> ion 



120 



cea geg gag ggg age ttc gag ggt qat tta aacr rr^^ 
pro .in Ol. ser P.e Cl^ If, Lp JIJ ^ 



lin "I S ^ iz T.I 17, T.I '^l Kp s 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



155 



160 



-95 - 



aca gaa etc cat ccc egg gtg gcc ttc tgg ate att aag ctg cca egg 
Thr Glu Leu His Pro Arg Val Ala Phe Trp He He Lys Leu Pro Arg 
165 3^75 

egg agg tee cae cag gat gcc ctg gag ggc ggc cac tgg etc age gag 
Arg Arg Ser Hxs Gin Asp Ala Leu Glu Gly Gly His Trp Leu Ser ^lu 
180 185 190 

aag cga cac egc ctg cag gcc ate egg gat gga etc cgc aag ggg acc 
Lys Arg Hxs Arg Leu Gin Ala lie Arg Asp Gly Leu Arg Lys Gly ^hr 



200 



205 



ctg tee ccc cga aag acc cac tta ctg tae ate etc agg ccc tct egg 
Leu ser Pro Arg Lys Thr His Leu Leu Tyr He Leu Arg Pro Ser Arg 

"0 235 24? 



528 



576 



624 



cac aag gac gtc eta gaa gag ggg acc gag age tec tec cac tec agg 672 
His Lys Asp Val Leu Glu Glu Gly Thr Glu Ser Ser Ser His Ser Ara 

215 220 



720 



cag ctg 

Gin Leu "726 



<210> 16 

<211> 2381 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (110) . . (1156) 



<400> 16 

mgtegaecea cgcgtecgct gtggcagecc agctaecggt cgtgaeeaga tecagcttge 60 
ageteagctt tgttcatteg aattgggcgg cggccagcgc ggaaeaaac atg cag egg lie 



Met Gin Arg 
1 



Leu III It ?r t"^ '^'^ 

Leu Gly Gly He Leu Leu Cys Thr Leu Leu Ala Ala Ala Val Pro Thr 



166 



10 



15 



get cct get cet tee eeg aeg gtc act tgg act ccg geg gag ccc, ccc 214 
Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro 111 Glu Pro ITy 

ZO 25 - 



30 



35 



cea get etc aae tae cet cag gag gaa get aeg etc aat gag atg ttt 
Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn Glu Met Phe 



40 45 



50 



cga gag gtg gag gag ctg atg gaa gac act cag cae aaa ctg egc aqt 
Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys Leu Arg Ser 

55 60 



262 



310 



65 



-96- 



gcc gtg gag gag atg gag gcg gaa gaa gca get get aaa acg tec tct 3 58 
Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys Thr Ser Ser 
70 75 80 

gag gtg aac ctg gca age tta cct ccc aac tat cac aat gag ace age 406 
Glu Val Asn Leu Ala Ser Leu Pro Pro Asn Tyr His Asn Glu Thr Ser 
85 90 95 

acg gag ace agg gtg gga aat aae aca gtc eat gtg cac cag gaa gtt 4 54 
Thr Glu Thr Arg Val Gly Asn Asn Thr Val His Val His Gin Glu Val 
100 105 110 115 

cac aag ata acc aac aac cag agt gga cag gtg gtc ttt tct gag aca 502 
His Lys lie Thr Asn Asn Gin Ser Gly Gin Val Val Phe Ser Glu Thr 
120 125 130 

gtc att aca tct gta ggg gat gaa gaa ggc aag agg age cat gaa tgt 550 
Val lie Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser His Glu Cys 
135 140 145 

ate att gat gaa gae tgt ggg ccc acc agg tac tgc cag ttc tec age 598 
lie lie Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin Phe Ser Ser 
150 155 160 

ttc aag tac acc tgc cag cca tgc egg gae cag cag atg eta tgc acc 646 
Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met Leu Cys Thr 
165 170 175 

cga gae agt gag tgc tgt gga gae cag ctg tgt gcc tgg ggt cac tgc 6 94 
Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Ala Trp Gly His Cys 
180 185 190 195 

acc caa aag gcc acc aaa ggt ggc aat ggg acc ate tgt gae aac cag 742 
Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr lie Cys Asp Asn Gin 
200 205 210 

gat tgc cag cct ggc ctg tgt tgt gcc ttc caa aga ggc ctg ctg 790 
Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg Gly Leu Leu 
215 220 225 

ttc ccc gtg tgc aca ccc ctg ccc gtg gag gga gag etc tgc cat gae 83 8 
Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu Cys His Asp 
230 235 240 

ccc acc age cag ctg ctg gat etc ate acc tgg gaa ctg gag cct gaa 886 
Pro Thr Ser Gin Leu Leu Asp Leu lie Thr Trp Glu Leu Glu Pro Glu 
245 250 255 

gga get ttg gae cga tgc ccc tgc gee agt ggc etc eta tgc cag cca 934 
Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu Cys Gin Pro 
260 265 270 275 

cac age cac agt ctg gtg tac atg tgc aag cca gcc ttc gtg ggc age 982 
His Ser His Ser Leu Val Tyr Met Cys Lys Pro Ala Phe Val Gly Ser 
280 285 290 



-97- 



cat gac cac agt gag gag age cag ctg ccc agg gag gcc ccg gat gacr 
Hxs ASP H.S Ser Glu Glu Ser Gin Leu Pro Arg Glu La Pro Kp Glu 
295 305 



tac gaa gat gtt ggc ttc ata ggg gaa gtg cgc cag gag ctg gaa gac 
Tyr Glu Asp Val Gly Phe He Gly Glu Val Arg Gin Glu Leu Su Isp 

315 320 



1030 



1078 



ctg gag egg age eta gcc eag gag atg gca ttt gag ggg cct gee ect Ii2fi 
Leu Glu Arg Ser Leu Ala Gin Glu Met Ala Phe Glu Gly Pro 111 Pro 
325 330 



f""^ taggceeaga eccagctgag ii76 

Val Glu Ser Leu Gly Gly Glu Glu Glu He 
340 345 

teaetggtag atgtgeaata gaaatggcta atttattttc ceaggagtgt ceccaagtgt 1236 
ggaatggceg cagctcette ecagtagctt ttectctggc ttgaeaaggt acagtgeagt 1296 
aeatttette cagecgeect gcttctctga ettgggaaag acaggeatgg egggtaaggg 1356 
cageggtgag tcgtecetcg etgttgctag aaacgctgte ttgttcttca tggatggaag 1416 
atttgtttga agggagagga tgggaagggg tgaagtctgc tcatgatgga tttgggggat 14 76 
acagggagga ggatgcctgc cttgcagaeg tggaettggc aaaatgtaae ctttgetttt 1536 
gtettgcgce geteecatgg gctgaggeag tggetaeaea agagetatgc tgetctgtgg 1596 
ceteceacat atteatcect gtgttteagc teetaectca etgtcagcac agceettcat 1656 
agecacgece ectcttgctc aceaeagect aggaggggac eagaggggae tteteteaga 1716 
gccecatget ctetctctca aececataec ageetetgtg ceagcgacag teetteeaaa 1776 
tggagggagt gaaateettt ggtttaatta ttttetectt caaggcaege ctgecaetaa 1836 
ggtcaggetg acttgcatgt ecctctaacg ttegtageag tgtggtggac actgtcttce 1896 
aecgactget teaataectc tgaaagceag tgeteggagt gcagttcgtg taaattaatt 1956 
tgcaggaagt ataettgget aattgtaggg ctaggattgt gaatgaaatt tgcaaagtcg 2016 
cttageaaea atggaaagce tttetcagte aeaccgagaa gtcaeaaeea agceaggttg 2076 
tgtagagtac agctgtgaca taeagaeaga agaaggetgg gctggatgte aggcetcaga 2136 
tgaeggtttc aggtgccagg aaetattaec attetgtate tatceagagt tattaaaatt 2196 
gaaagttgca eaeatttgta taageatgec tttctectga gttttaaatt atatgtatae 2256 
acaaacatgt ggcectcaaa gatcatgcae aaaecaetac tetttgetaa ttcttggaet 2316 
tttctctttg atttteaata aataeaaate ecetteatge aaaaaaaaaa aaaaagggeg 2376 
gccgc 

2381 



-98- 



<210> 17 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 17 



Met Gin Arg Leu Gly Gly He Leu Leu Cys Thr Leu Leu Ala Ala Al 



15 10 



a 
15 



Val Pro Thr Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro Ala 
20 25 30 

Glu Pro Gly Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn 
35 40 45 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lvs 
50 55 60 



Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 

80 



65 70 75 



Thr Ser Ser Glu Val Asn Leu Ala Ser Leu Pro Pro Asn Tyr His Asn 
85 90 95 

Glu Thr Ser Thr Glu Thr Arg Val Gly Asn Asn Thr Val His Val His 
100 105 110 

Gin Glu Val His Lys He Thr Asn Asn Gin Ser Gly Gin Val Val Phe 
115 120 125 

Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser 
130 135 3^4Q 

His Glu Cys He He Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin 

150 155 160 

Phe Ser Ser Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met 
165 170 175 

Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Ala Trp 
180 185 190 

Gly His Cys Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr He Cys 
195 200 205 

Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 
210 215 220 

Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 

225 210 o-ic 

235 240 

Cys His Asp Pro Thr Ser Gin Leu Leu Asp Leu He Thr Trp Glu Leu 
245 250 255 



-99- 



Glu Pro Glu Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 
260 265 270 

Cys Gin Pro His Ser His Ser Leu Val Tyr Met Cys Lys Pro Ala Phe 
275 280 285 

Val Gly Ser His Asp His Ser Glu Glu Ser Gin Leu Pro Arg Glu Ala 
290 295 300 

Pro Asp Glu Tyr Glu Asp Val Gly Phe He Gly Glu Val Arg Gin Glu 

310 315 320 

Leu Glu Asp Leu Glu Arg Ser Leu Ala Gin Glu Met Ala Phe Glu Gly 
325 330 

Pro Ala Pro Val Glu Ser Leu Gly Gly Glu Glu Glu He 
340 345 



<210> 18 
<211> 1047 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1047) 



<400> 18 

atg cag egg etc ggg ggt att ttg ctg tgt aca ctg ctg gcg gcg geg 

Met Gin Arg Leu Gly Gly He Leu Leu Cys Thr Leu Leu Ala Ala Ala 
^5 10 



15 



gtc cce act get cet get cct tee ecg acg gtc act tgg act ccg gcg 
Val Pro Thr Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro Ala 



20 25 



30 



gag ccg ggc eea get etc aac tac cet cag gag gaa get aeg etc aat 
Glu Pro Gly Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn 



35 



40 45 



50 55 



ctg cgc agt gee gtg gag gag atg gag gcg gaa gaa gea get get aaa 
Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 

6 5 '-• ^ 



70 75 



80 



acg tec tct gag gtg aac ctg gca age tta cct ccc aac tat cac aat 
Thr Ser Ser Glu Val Asn Leu Ala Ser Leu Pro Pro Asn Tyr His Asn 
85 90 



95 



48 



96 



144 



""^^ cag cac aaa 192 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 

60 



240 



288 



r?^ c^^ ^"^"^ 9tc cat gtg cac 336 

Glu Thr Ser Thr Glu Thr Arg Val Gly Asn Asn Thr Val His Val His 
100 105 



110 



- 100- 



cag gaa gtt cac aag ata acc aac aac cag agt gga cag gtg gtc ttt 
Gin Glu Val His Lys lie Thr Asn Asn Gin Ser Gly Gin Val Val Phe 
115 120 125 

tct gag aca gtc att aca tct gta ggg gat gaa gaa ggc aag agg age 
Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser 
130 135 3^40 

cat gaa tgt ate att gat gaa gac tgt ggg ccc acc agg tac tgc cag 
Has Glu Cys He He Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin 

150 155 160 

T"" ll"" ^^"^ ^^'^ ^^'^ '^S^ cag atg 

Phe Ser Ser Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met 
165 170 j^75 

eta tgc acc cga gac agt gag tgc tgt gga gac cag ctg tgt gcc tgg 
Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Ala Trp 

185 190 

ggt cac tgc acc caa aag gcc acc aaa ggt ggc aat ggg acc ate tgt 
Gly His Cys Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr He Cys 
195 200 205 

gac aac cag agg gat tgc cag cet ggc ctg tgt tgt gcc ttc caa aga 
Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arcr 
210 215 



220 



ggc ctg ctg ttc ccc gtg tgc aca ccc ctg ccc gtg gag gga gag etc 
Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 



230 235 



240 



tgc cat gac ccc acc age cag ctg ctg gat etc ate ace tgg gaa etq 
Cys His Asp Pro Thr Ser Gin Leu Leu Asp Leu He Thr Trp Glu Leu 



245 250 



255 



gag cet gaa gga get ttg gac cga tgc ccc tgc gee agt ggc etc eta 
Glu Pro Glu Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 



250 265 



270 



tgc cag cea cac age cac agt ctg gtg tac atg tgc aag eca gee ttc 
Cys Gin Pro His Ser His Ser Leu Val Tyr Met Cys Lys Pro Ala Phe 



280 285 



gtg ggc age eat gae cae agt gag gag age cag ctg ccc agg gag gcc 
Val Gly ser His Asp His Ser Glu Glu Ser Gin Leu Pro Arg Glu Ala 



290 295 



300 



ccg gat gag tac gaa gat gtt ggc ttc ata ggg gaa gtg cgc cag gag 
Pro Asp Glu Tyr Glu Asp Val Gly Phe He Gly Glu Val Arg Gin Glu 

315 320 

ctg gaa gac ctg gag egg age eta gee cag gag atg gca ttt gag ggg 
Leu Glu Asp Leu Glu Arg Ser Leu Ala Gin Glu Met Ala Phe Glu Gly 
325 330 



9 



9 



- 101 - 



cct gcc cct gtg gag tea eta ggc gga gag gag gag att 
Pro Ala Pro Val Glu Ser Leu Gly Gly Glu Glu Glu I^e 
340 



1047 



<210> 19 
<211> 8 
<212> PRT 

<213> synthtic construct 
<400> 19 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



-75- 



SEQUENCE LISTING 

<110> McCarthy, Sean A. 

<12 0> NOVEL CRSP PROTEIN AND NUCLEIC ACID MOLECULES AND USES 
THEREFOR 

<130> MEI-008 

<140> 
<141> 

<150> 08/842,898 
<151> 1997-04-17 

<150> 60/071,589 
<151> 1998-01-15 

<160> 19 

<170> Patentin Ver. 2.0 

<210> 1 

<211> 2479 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (38) . . (1087) 

<400> 1 

ggcacgaggg ggcggcggct gcgggcgcag agcggag atg cag egg ctt ggg gcc 55 

Met Gin Arg Leu Glv Ala 
1 5 



Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala Val Pro Thr Ala Pro Ala 
^° 15 20 

ccc get ccg acg gcg acc teg get cca gtc aag cce ggc ccg get etc 
Pro Ala Pro Thr Ala Thr Ser Ala Pro Val Lys Pro G^y Pro 111 Leu 



25 30 



35 



age tac eeg cag gag gag gee ace etc aat gag atg tte eac aaa at-r 
ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn Glu Met ^ 1% Til Val 
^° 45 50 

gag gaa etg atg gag gae acg cag eae aaa ttg cgc age gcq ntc aaa 
Glu Glu Leu Met Glu Asp Thr Gin His Lys Leu Arg sL Sa III 



60 



65 



70 



gag atg gag gca gaa gaa get get get aaa gca tea tea gaa gtg aac 
Glu Met Glu Ala Glu Glu Ala Ala Ala Lys Ala Ser Ser Glu Val A^n 



103 



151 



199 



247 



295 



75 80 85 



-76- 



ctg gca aac tta cct ccc age tat cac aat gag acc aac aca gac acg 343 
Leu Ala Asn Leu Pro Pro Ser Tyr His Asn Glu Thr Asn Thr Asp Thr 
90 95 100 

aac gtt gga aat aat acc ate cat gtg cac cga gaa att cac aag ata 391 
Asn Val Gly Asn Asn Thr He His Val His Arg Glu He His Lys He 
105 110 



acc aac aac cag act gga caa atg gtc ttt tea gag aca gtt ate aca 
Thr Asn Asn Gin Thr Gly Gin Met Val Phe Ser Glu Thr Val He Thr 
120 125 130 



135 140 145 



150 



155 160 



165 



180 



195 



gee acc agg ggc age aat ggg acc ate tgt gac aac cag agg gac tgc 
Ala Thr Arg Gly Ser Asn Gly Thr He Cys Asp Asn Gin Arg Asp Cys 
200 205 210 



230 



245 



egg ctt ctg gac etc ate ace tgg gag eta gag cct gat gga gee ttg 
Arg Leu Leu Asp Leu He Thr Trp Glu Leu Glu Pro Asp Gly Ala Leu 
250 255 



260 



275 



290 



439 



tet gtg gga gac gaa gaa ggc aga agg age cac gag tgc ate ate gac 487 
Ser Val Gly Asp Glu Glu Gly Arg Arg Ser His Glu Cys He He Asp 



gag gac tgt ggg ccc age atg tae tgc cag ttt gee age ttc cag tac 535 
Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin Phe Ala Ser Phe Gin Tyr 



acc tgc cag cea tgc egg ggc cag agg atg etc tgc acc egg gac agt 583 
Thr Cys Gin Pro Cys Arg Gly Gin Arg Met Leu Cys Thr Arg Asp Ser 
170 175 



gag tgc tgt gga gac cag ctg tgt gtc tgg ggt cac tgc acc aaa atg 631 
Glu Cys Cys Gly Asp Gin Leu Cys Val Trp Gly His Cys Thr Lys Met 
185 190 



295 300 305 



310 



679 



cag ccg ggg ctg tgc tgt gcc ttc cag aga ggc ctg ctg ttc cct gtg 72 7 
Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg Gly Leu Leu Phe Pro Val 
215 220 225 



tgc aca ccc ctg ccc gtg gag ggc gag ctt tgc cat gac ccc gcc age 775 
Cys Thr Pro Leu Pro Val Glu Gly Glu Leu Cys His Asp Pro Ala Ser 
235 240 



823 



gac cga tgc cct tgt gee agt ggc etc etc tgc cag ccc cac age cac 871 
Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu Cys Gin Pro His Ser His 
265 270 



age ctg gtg tat gtg tgc aag ccg ace ttc gtg ggg age cgt gac caa 919 
Ser Leu Val Tyr Val Cys Lys Pro Thr Phe Val Gly Ser Arg Asp Gin 
280 285 



gat ggg gag ate ctg ctg ccc aga gag gtc ccc gat gag tat gaa gtt 96 7 
Asp Gly Glu He Leu Leu Pro Arg Glu Val Pro Asp Glu Tyr Glu Val 



-77- 



ggc age ttc atg gag gag gtg cgc cag gag ctg gag gac ctg gag agg 1015 
Gly Ser Phe Met Glu Glu Val Arg Gin Glu Leu Glu Asp Leu Glu Arg 
315 320 

age ctg act gaa gag atg gcg ctg agg gag cct gcg get gee gcc get 1063 
Ser Leu Thr Glu Glu Met Ala Leu Arg Glu Pro Ala Ala Ala Ala Ala 
330 335 

gca ctg ctg gga agg gaa gag att tagatetgga ccaggetgtg ggtagatgtg 1117 
Ala Leu Leu Gly Arg Glu Glu lie =3 a a y x±x 

345 350 

caatagaaat agctaattta tttccccang tgtgtgcttt aagcgtggge tgaeeaggct 1177 
tcttcctaea tettettccc agtaagttte ccetetggct tgacagcatg aggtgttgtg 1237 
catttgttca gctcccecag gctgttctec aggcttcaca gtctggtgct tgggagagtc 1297 
aggeagggtt aaactgcagg agcagtttge cacccctgtc cagattattg getgctttgc 1357 
etetaccagt tggcagacag cegtttgttc tacatggctt tgataattgt ttgaggggag 1417 
gagatggaaa caatgtggag tctcectctg attggttttg gggaaatgtg gagaagagtg 1477 
ccctgctttg caaacateaa cctggcaaaa atgcaacaaa tgaattttcc acgcagttct 1537 
ttccatgggc ataggtaagc tgtgccttca gctgttgcag atgaaatgtt ctgttcaccc 1597 
tgcattacat gtgtttatte atccagcagt gttgctcagc tcetacetct gtgccagggc 1657 
agcattttea tatceaagat caattccctc tetcagcaea gectggggag ggggtcattg 1717 
ttctectcgt ccatcaggga tttcagaggc tcagagactg caagctgctt gcceaagtca 1777 
cacagctagt gaagaceaga gcagtttcat ctggttgtga ctetaagctc agtgctctct 1837 
ccactacccc acaeeagcet tggtgccacc aaaagtgctc cccaaaagga aggagaatgg 18 97 
gatttttctt ttgaggcatg cacatctgga attaaggtea aactaattct cacatccctc 1957 
taaaagtaaa ctaetgttag gaacagcagt gttctcacag tgtggggcag ccgtccttct 2 017 
aatgaagaca atgatattga cactgtccct ctttggeagt tgcattagta actttgaaag 2077 
gtatatgact gagcgtagca tacaggttaa cctgcagaaa cagtacttag gtaattgtag 2137 
ggcgaggatt ataaatgaaa tttgcaaaat cacttagcag caactgaaga caattateaa 2197 
ceaegtggag aaaatcaaac cgagcagggc tgtgtgaaac atggttgtaa tatgcgactg 2257 
cgaacactga actctacgcc actceacaaa tgatgttttc aggtgteatg gactgttgcc 2 317 
accatgtatt catccagagt tcttaaagtt taaagttgca catgattgta taagcatgct 2377 
ttctttgagt tttaaattat gtataaacat aagttgcatt tagaaatcaa gcataaatca 2437 
cttcaactgc taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 2479 



-78 - 



<210> 2 
<211> 350 
<212> PRT 

<213> Homo sapiens 
<400> 2 



Met Gin Arg Leu Gly Ala Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala 

^ 10 15 

Val Pro Thr Ala Pro Ala Pro Ala Pro Thr Ala Thr Ser Ala Pro Val 
^° 25 30 

Lys Pro Gly Pro Ala Leu Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn 

40 45 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 
^° 55 60 

Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 
" 75 ^0 

Ala Ser Ser Glu Val Asn Leu Ala Asn Leu Pro Pro Ser Tyr His Asn 



85 90 95 



Glu Thr Asn Thr Asp Thr Asn Val Gly Asn Asn Thr He His Val Hie 
100 105 



110 



Arg Glu He His Lys He Thr Asn Asn Gin Thr Gly Gin Met Val Phe 

120 125 

ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Arg Arg Ser 
130 135 

His Glu cys He He Asp Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin 

155 160 

Phe Ala ser Phe Gin Tyr Thr Cys Gin Pro Cys Arg Gly Gin Arg Met 
165 170 175 

Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Val Trp 
180 185 

Gly His cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr He Cvs 
195 200 205 

Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 

215 220 



Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu 



230 



235 



Leu 
240 



cys His Asp Pro Ala Ser Arg Leu Leu Asp Leu He Thr Trp Glu Leu 



245 



250 



255 



-79- 



Glu Pro Asp Gly 
260 

Cys Gin Pro His 
275 

Val Gly Ser Arg 
290 

Pro Asp Glu Tyr 
305 

Leu Glu Asp Leu 



Pro Ala Ala Ala 
340 



Ala Leu Asp Arg 

Ser His Ser Leu 
280 

Asp Gin Asp Gly 
295 

Glu Val Gly Ser 
310 

Glu Arg Ser Leu 
325 

Ala Ala Ala Leu 



Cys Pro Cys Ala 
265 

Val Tyr Val Cys 

Glu lie Leu Leu 

300 

Phe Met Glu Glu 
315 

Thr Glu Glu Met 
330 

Leu Gly Arg Glu 
345 



Ser Gly Leu Leu 
270 

Lys Pro Thr Phe 
285 

Pro Arg Glu Val 



Val Arg Gin Glu 

320 

Ala Leu Arg Glu 
335 

Glu lie 
350 



<210> 3 
<211> 1050 
<212> DNA 

<213>* Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1050) 



<400> 3 



atg cag egg ctt ggg gcc acc ctg ctg tgc ctg ctg ctg gcg gcg gcg 
Met Gin Arg Leu Gly Ala Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala 

-■-5 10 



15 



H^? Z'''' ^^"^ ^==3 9^*^ 3og acc teg get cca eta 

vax ^ro inr Ala Pro Ala Pro Ala Pro Thr Ala Thr Ser Ala Pro Val 



20 25 



30 



aag ccc ggc ccg get etc age tac ccg cag gag gag gcc acc etc aat 
Lys Pro Gly Pro Ala Leu Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn 



35 



40 



45 



M*"! 11"" ^" ""^^ 5ac acg cag cac aaa 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 



60 



ttg cgc age gcg gtg gaa gag atg gag gca gaa gaa get get get aaa 
Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 

6 5 " ^ 



70 



75 



80 



gca tea tea gaa gtg aae etg gea aae tta eet ece age tat eae aat 
Ala Ser Ser Glu Val Asn Leu Ala Asn Leu Pro Pro Ser Tyr His Asn 
85 90 



95 



gag aec aae aca gae acg aae gtt gga aat aat ace ate cat gtg eae 
Glu Thr Asn Thr Asp Thr Asn Val Gly Asn Asn Thr He His Val His 
100 105 



48 



96 



144 



192 



240 



288 



336 



110 



-80- 



cga gaa att cac aag ata acc aac aac cag act gga caa atg gtc ttt 
Arg Glu lie His Lys lie Thr Asn Asn Gin Thr Gly Gin Met Val Phe 
il5 120 125 

tea gag aca gtt ate aca tct gtg gga gac gaa gaa ggc aga agg age 
Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Arg Arg Ser 

135 -L40 

cac gag tgc ate ate gac gag gac tgt ggg ccc age atg tac tgc cag 
His Glu Cys He He Asp Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin 

155 160 

ttt gee age tte cag tac acc tgc cag cca tgc egg ggc cag agg atg 
Phe Ala Ser Phe Gin Tyr Thr Cys Gin Pro Cys Arg Gly Gin Arg Met 



165 170 



175 



etc tgc acc egg gac agt gag tgc tgt gga gac cag ctg tgt gtc tgg 
Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Val Trp 



180 185 



190 



ggt cac tgc ace aaa atg gee acc agg ggc age aat ggg acc ate tgt 
Gly His Cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr He Cys 



195 200 



205 



gac aac cag agg gac tgc cag ceg ggg ctg tgc tgt gee tte cag aga 
Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 



210 215 



220 



ggc ctg ctg tte cet gtg tgc aca ccc ctg ccc gtg gag ggc gag ctt 
Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 
225 230 235 



240 



tgc cat gac ccc gee age egg ett ctg gac etc ate acc tgg gag eta 
Cys His Asp Pro Ala Ser Arg Leu Leu Asp Leu He Thr Trp Glu Leu 
245 250 



255 



gag cet gat gga gee ttg gac ega tgc cet tgt gee agt ggc etc etc 
Glu Pro Asp Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 
260 265 



270 



tgc cag ccc cac age cac age ctg gtg tat gtg tgc aag ceg acc tte 
Cys Gin Pro His Ser His Ser Leu Val Tyr Val Cys Lys Pro Thr Phe 
275 280 



285 



gtg ggg age cgt gac caa gat ggg gag ate ctg ctg ccc aga gag gtc 
Val Gly Ser Arg Asp Gin Asp Gly Glu He Leu Leu Pro Arg Glu Val 
290 295 300 



ccc gat gag tat gaa gtt ggc age tte atg gag gag gtg cgc cag gag 
Pro Asp Glu Tyr Glu Val Gly Ser Phe Met Glu Glu Val Arg Gin Glu 

320 



305 310 315 



ctg gag gac ctg gag agg age ctg act gaa gag atg gcg ctg agg gag 
Leu Glu Asp Leu Glu Arg Ser Leu Thr Glu Glu Met Ala Leu Arg Glu 
325 330 



-81 - 



cct gcg get gcc gcc get gca ctg ctg gga agg gaa gag att iqso 
Pro Ala Ala Ala Ala Ala Ala Leu Leu Gly Arg Glu Glu He 
340 



<210> 4 

<211> 848 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (125) . . (796) 

<400> 4 



gaattcggca cgagagacga cgtgctgagc tgccagctta gtggaagctc tgctctgggt 60 

ggagagcagc ctcgctttgg tgacgcacag tgctgggacc ctccaggagc cccgggattg 120 

aagg atg gtg gcg gcc gtc ctg ctg ggg ctg age tgg etc tgc tct ccc 16 9 
Met Val Ala Ala Val Leu Leu Gly Leu Ser Trp Leu Cys Ser Pro 
■■-5 10 



15 



ctg gga get ctg gtc ctg gac ttc aac aac ate agg age tct get gac 
Leu Gly Ala Leu Val Leu Asp Phe Asn Asn He Arg Ser Ser Ala Lp 
2° 25 30 

ctg cat ggg gee egg aag ggc tea cag tgc ctg tct gac aeg gac tgc 
Leu His Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Asp Thr Asp Cys 
35 40 45 

aat ace aga aag ttc tgc etc cag ccc ege gat gag aag ceg ttc tgt 
Asn Thr Arg Lys Phe Cys Leu Gin Pro Arg Asp Glu Lys Pro Phe Cys 
^° 55 60 



217 



265 



313 



""^^ ^^g tgc cag cga gat gee atg tgc 361 

Ala Thr cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Asp Ila Met Cys 



70 



75 



tgc cct ggg aea etc tgt gtg aac gat gtt tgt act acg atg gaa gat 
Cys Pro Gly Thr Leu Cys Val Asn Asp Val Cys Thr Thr Met Glu Asp 



80 85 90 



95 



gca ace cea ata tta gaa agg cag ett gat gag eaa gat ggc aea cat 
Ala Thr Pro He Leu Glu Arg Gin Leu Asp Glu Gin Lp Gly tZ hIs 



100 105 



110 



gca gaa gga aea act ggg cac cea gtc cag gaa aac eaa ccc aaa agg 
Ala Glu Gly Thr Thr Gly His Pro Val Gin Glu Asn Gin Pro Lys Arg 
115 120 125 

aag cea agt att aag aaa tea eaa ggc agg aag gga caa gag gga gaa 
Lys Pro Ser He Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Glu 

135 140 



409 



457 



505 



553 



-82- 



agt tgt ctg aga act ttt gac tgt ggc cct gga ctt tgc tgt get cgt 601 
Ser Cys Leu Arg Thr Phe Asp Cys Gly Pro Gly Leu Cys Cys Ala Arg 
145 150 



cat ttt tgg acg aaa att tgt aag cca gtc ctt ttg gag gga cag gtc 
His Phe Trp Thr Lys He Cys Lys Pro Val Leu Leu Glu Gly Gin Val 
1^0 165 -j^^Q 



175 



tgc tec aga aga ggg cat aaa gac act get caa get cca gaa ate ttc 
Cys Ser Arg Arg Gly His Lys Asp Thr Ala Gin Ala Pro Glu lie Phe 
180 185 



190 



205 



eta taaatattte aaaataaaga agaatceaca ttgcaaaaaa aaaaaaaaaa aa 
Leu 



649 



697 



cag cgt tgc gac tgt ggc ect gga eta ctg tgt ega age caa ttg ace 74 5 
Gin Arg Cys Asp Cys Gly Pro Gly Leu Leu Cys Arg Ser Gin Leu Thr 
195 200 



age aat egg cag cat get ega tta aga gta tgc caa aaa ata gaa aag 793 
Ser Asn Arg Gin His Ala Arg Leu Arg Val Cys Gin Lys He Glu Lys 
210 215 220 



848 



<210> 5 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Val Ala Ala Val Leu Leu Gly Leu Ser Trp Leu Cys Ser Pro Leu 
15 10 15 

Gly Ala Leu Val Leu Asp Phe Asn Asn He Arg Ser Ser Ala Asp Leu 
20 25 30 

His Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Asp Thr Asp Cys Asn 
35 40 45 

Thr Arg Lys Phe Cys Leu Gin Pro Arg Asp Glu Lys Pro Phe Cys Ala 
SO 55 60 

Thr Cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Asp Ala Met Cys Cys 

70 75 80 

Pro Gly Thr Leu Cys Val Asn Asp Val Cys Thr Thr Met Glu Asp Ala 
85 90 95 

Thr Pro He Leu Glu Arg Gin Leu Asp Glu Gin Asp Gly Thr His Ala 
100 105 110 

Glu Gly Thr Thr Gly His Pro Val Gin Glu Asn Gin Pro Lys Arg Lys 
115 120 125 

Pro Ser He Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Glu Ser 
130 135 



-83- 



Cys Leu Arg Thr 
145 

Phe Trp Thr Lys 



Ser Arg Arg Gly 
180 

Arg Cys Asp Cys 
195 

Asn Arg Gin His 
210 



Phe Asp Cys Gly 
150 

lie Cys Lys Pro 
165 

His Lys Asp Thr 



Gly Pro Gly Leu 
200 

Ala Arg Leu Arg 
215 



Pro Gly Leu Cys 
155 

Val Leu Leu Glu 
170 

Ala Gin Ala Pro 
185 

Leu Cys Arg Ser 



Val Cys Gin Lys 
220 



Cys Ala Arg His 
160 

Gly Gin Val Cys 
175 

Glu lie Phe Gin 
190 

Gin Leu Thr Ser 
205 

He Glu Lys Leu 



<210> 6 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 



<400> 6 

atg gtg gcg gcc gtc ctg ctg ggg ctg age tgg etc tgc tct ccc ctq 
Met Val Ala Ala Val Leu Leu Gly Leu Ser Trp Leu Cys Ser Pro Leu 

1 R , „ 

15 



10 



gga get ctg gtc ctg gac ttc aac aac ate agg age tct get gae ctg 
Gly Ala Leu Val Leu Asp Phe Asn Asn He Arg Ser Ser Ala Asp Leu 



20 25 



30 



cat ggg gee egg aag gge tea cag tge ctg tct gae aeg gac tgc aat 
His Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Asp Thr Asp Cys Asn 



40 



45 



acc aga aag ttc tgc etc cag cec cge gat gag aag ecg ttc tgt get 
Thr Arg Lys Phe Cys Leu Gin Pro Arg Asp Glu Lys Pro Phe Cys Ala 
^° 55 60 

aca tgt cgt ggg- ttg egg agg agg tgc cag ega gat gee atg tgc tgc 
Thr Cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Asp Ala Met Cys Cys 
" ^° V5 ^0 

n^^ tu^ ^^'^ ""^^ 5" atg gaa gat gca 

Pro Gly Thr Leu Cys Val Asn Asp Val Cys Thr Thr Met Glu Asp Ala 



85 90 



95 



110 



gaa gga aca act ggg eac cea gtc cag gaa aac eaa cec aaa agg aag 
Glu Gly Thr Thr Gly His Pro Val Gin Glu Asn Gin Pro Lys Arg Lys 
115 120 125 



48 



96 



144 



192 



240 



288 



ace cca ata tta gaa agg cag ctt gat gag caa gat ggc aca eat gca 336 
Thr Pro He Leu Glu Arg Gin Leu Asp Glu Gin Asp Gly Thr His Ala 
100 105 



384 



-84- 



cca agt att aag aaa tea caa ggc agg aag gga caa gag gga gaa agt 432 
Pro Ser He Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Glu Ser 
130 135 140 

tgt ctg aga act ttt gac tgt ggc cct gga ctt tgc tgt get cgt cat 480 
Cys Leu Arg Thr Phe Asp Cys Gly Pro Gly Leu Cys Cys Ala Arg His 
145 150 155 160 

ttt tgg acg aaa att tgt aag cca gtc ctt ttg gag gga cag gtc tgc 528 
Phe Trp Thr Lys He Cys Lys Pro Val Leu Leu Glu Gly Gin Val Cys 
165 170 175 

tec aga aga ggg cat aaa gac act get caa get cca gaa ate tte cag 576 
Ser Arg Arg Gly His Lys Asp Thr Ala Gin Ala Pro Glu He Phe Gin 
180 185 190 

cgt tgc gac tgt ggc cct gga eta ctg tgt ega age caa ttg acc age 624 
Arg Cys Asp Cys Gly Pro Gly Leu Leu Cys Arg Ser Gin Leu Thr Ser 
195 200 205 

aat egg cag cat get cga tta aga gta tgc caa aaa ata gaa aag eta 672 
Asn Arg Gin His Ala Arg Leu Arg Val Cys Gin Lys He Glu Lys Leu 
210 215 220 



<210> 7 
<211> 1529 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (93) , . (890) 

<400> 7 

ceggacgcgt gggcggcacg gtttcgtggg gaeccaggct tgeaaagtga cggtcatttt 6 0 

etctttcttt ctccetcttg agtccttctg ag atg atg get ctg ggc gca gcg 113 

Met Met Ala Leu Gly Ala Ala 

1 5 

gga get acc egg gtc ttt gtc gcg atg gta gcg gcg get etc <:gc ggc 161 

Gly Ala Thr Arg Val Phe Val Ala Met Val Ala Ala Ala Leu Gly Gly 

10 15 20 

cac cct ctg ctg gga gtg age gee acc ttg aac teg gtt etc aat tec 209 
His Pro Leu Leu Gly Val Ser Ala Thr Leu Asn Ser Val Leu Asn Ser 
25 30 35 

aac get ate aag aac ctg ccc cca ccg ctg ggc ggc get gcg ggg cac 257 
Asn Ala He Lys Asn Leu Pro Pro Pro Leu Gly Gly Ala Ala Gly His 
40 45 50 55 



cca ggc tct gca gtc age gee gcg ccg gga ate ctg tac ccg ggc ggg 
Pro Gly Ser Ala Val Ser Ala Ala Pro Gly He Leu Tyr Pro Gly Gly 
60 65 70 



305 



-85- 



aat aag tac cag acc att gac aac tac cag ccg tac ccg tgc gca gag 353 
Asn Lys Tyr Gin Thr He Asp Asn Tyr Gin Pro Tyr Pro Cys Ala Glu 
75 80 85 

gac gag gag tgc ggc act gat gag tac tgc get agt ccc acc cgc gga 4 01 
Asp Glu Glu Cys Gly Thr Asp Glu Tyr Cys Ala Ser Pro Thr Arg Gly 
90 95 100 

999 gca ggc gtg caa ate tgt etc gee tgc agg aag cgc cga aaa 44 9 

Gly Asp Ala Gly Val Gin He Cys Leu Ala Cys Arg Lys Arg Arg Lys 
105 110 115 

cgc tgc atg cgt eac get atg tgc tgc ccc ggg aat tac tgc aaa aat 4 97 
Arg Cys Met Arg His Ala Met Cys Cys Pro Gly Asn Tyr Cys Lys Asn 
120 125 130 135 

gga ata tgc gtg tct tet gat caa aat cat ttc cga gga gaa att gag 54 5 
Gly He Cys Val Ser Ser Asp Gin Asn His Phe Arg Gly Glu He Glu 
140 145 150 

gaa acc ate act gaa age ttt ggt aat gat cat age ace ttg gat ggg 593 
Glu Thr He Thr Glu Ser Phe Gly Asn Asp His Ser Thr Leu Asp Gly 
155 160 165 

tat tee aga aga ace ace ttg tct tea aaa atg tat cae acc aaa gga 641 
Tyr Ser Arg Arg Thr Thr Leu Ser Ser Lys Met Tyr His Thr Lys Gly 
170 175 180 

caa gaa ggt tet gtt tgt etc egg tea tea gac tgt gee tea gga ttg 689 
Gin Glu Gly Ser Val Cys Leu Arg Ser Ser Asp Cys Ala Ser Gly Leu 
185 190 195 

tgt tgt get aga eac ttc tgg tec aag ate tgt aaa ect gtc etg aaa 73 7 
Cys Cys Ala A.rg His Phe Trp Ser Lys He Cys Lys Pro Val Leu Lys 
200 205 210 215 

gaa ggt caa gtg tgt acc aag cat agg aga aaa ggc tct eat gga eta 785 
Glu Gly Gin Val Cys Thr Lys His Arg Arg Lys Gly Ser His Gly Leu 
220 225 230 

gaa ata ttc cag cgt tgt tac tgt gga gaa ggt etg tct tgc egg ata 833 
Glu He Phe Gin Arg Cys Tyr Cys Gly Glu Gly Leu Ser Cys Arg He 
235 240 245 

cag aaa gat eac cat caa gcc agt aat tct tct agg ctt cae act tgt 881 
Gin Lys Asp His His Gin Ala Ser Asn Ser Ser Arg Leu His Thr Cys 
250 255 260 

cag aga cae taaaccagct atccaaaatg eagtgaactc ettttatata 930 
Gin Arg His 
265 

atagatgcta tgaaaaeett ttatgacett catcaactea atectaagga tatacaagtt 990 



ctgtggtttc agttaagcat tceaataaca ecttecaaaa aectggagtg taagagcttt 1050 



-86- 



gtttctttat ggaactcccc tgtgattgca gtaaattact gtattgtaaa ttctcagtgt iiio 
ggcacttacc tgtaaatgca atgaaacttt taattatttt tctaaaggtg ctgcactgcc 1170 
tatttttcct cttgttatgt aaatttttgt acacattgat tgttatcttg actgacaaat 1230 
attctatatt gaactgaagt aaatcatttc agcttatagt tcttaaaagc ataacccttt 1290 
accccatttn attctagagt cnagaacgoa aggatctctt ggaatgacaa atgataggta 1350 
cctaaaatgt aacatgaaaa tactagctta ttttctgaaa tgtactatct taatgcttaa 1410 
attatatttc cctttaggct gtgatagttt ttgaaataaa atttaacatt taatatcatg 1470 
aaatgktata agtagacata aaaaaaaaaa aaaaaaaaaa agggcggccg ctagactag 1529 

<210> 8 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Met Ala Leu Gly Ala Ala Gly Ala Thr Arg Val Phe Val Ala Met 

^ 10 15 

Val Ala Ala Ala Leu Gly Gly His Pro Leu Leu Gly Val Ser Ala Thr 
^° 25 30 

Leu Asn Ser Val Leu Asn Ser Asn Ala He Lys Asn Leu Pro Pro Pro 
35 40 45 

Leu Gly Gly Ala Ala Gly His Pro Gly Ser Ala Val Ser Ala Ala Pro 
^° 55 60 

Gly He Leu Tyr Pro Gly Gly Asn Lys Tyr Gin Thr He Asp Asn Tyr 

^0 75 lo 

Gin Pro Tyr Pro Cys Ala Glu Asp Glu Glu Cys Gly Thr Asp Glu Tyr 
85 90 95 

Cys Ala Ser Pro Thr Arg Gly Gly Asp Ala Gly Val Gin He Cys Leu 
100 105 110 

Ala Cys Arg Lys Arg Arg Lys Arg Cys Met Arg His Ala Met Cys Cys 
115 120 



125 



Pro Gly Asn Tyr Cys Lys Asn Gly He Cys Val Ser Ser Asp Gin Asn 
130 135 140 

His Phe Arg Gly Glu He Glu Glu Thr He Thr Glu Ser Phe Gly Asn 

155 160 

Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser Ser 
165 170 



-87- 



Lys Met Tyr His 
180 

Ser Asp Cys Ala 
195 

lie Cys Lys Pro 
210 

Arg Lys Gly Ser 
225 

Glu Gly Leu Ser 



Ser Ser Arg Leu 
260 



Thr Lys Gly Gin 



Ser Gly Leu Cys 
200 

Val Leu Lys Glu 

215 

His Gly Leu Glu 
230 

Cys Arg lie Gin 
245 

His Thr Cys Gin 



Glu Gly Ser Val 
185 

Cys Ala Arg His 



Gly Gin Val Cys 
220 

lie Phe Gin Arg 
235 

Lys Asp His His 
250 

Arg His 
265 



Cys Leu Arg Ser 
190 

Phe Trp Ser Lys 
205 

Thr Lys His Arg 



Cys Tyr Cys Gly 
240 

Gin Ala Ser Asn 
255 



<210> 9 

<211> 798 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (798) 

<400> 9 

atg atg get ctg ggc gca geg gga get ace egg gte ttt gte geg atg 4 8 

Met Met Ala Leu Gly Ala Ala Gly Ala Thr Arg Val Phe Val Ala Met 
15 10 15 

gta geg geg get ete gge gge cac cct etg ctg gga gtg age gee ace 96 
Val Ala Ala Ala Leu Gly Gly His Pro Leu Leu Gly Val Ser Ala Thr 
20 25 30 

ttg aac teg gtt etc aat tec aac get ate aag aae etg ece eca eeg 144 
Leu Asn Ser Val Leu Asn Ser Asn Ala lie Lys Asn Leu Pro Pro Pro 
35 40 45 

etg gge ggc get geg ggg cac cea ggc tet gca gte age gee geg eeg 192 
Leu Gly Gly Ala Ala Gly His Pro Gly Ser Ala Val Ser Ala Ala Pro 



50 55 



60 



gga ate ctg tac eeg ggc ggg aat aag tac cag ace att gae aac tae 
Gly He Leu Tyr Pro Gly Gly Asn Lys Tyr Gin Thr He Asp Asn Tyr 
65 70 



75 80 



cag eeg tae eeg tgc gca gag gae gag gag tge gge act gat gag tac 
Gin Pro Tyr Pro Cys Ala Glu Asp Glu Glu Cys Gly Thr Asp Glu Tyr 
85 90 



95 



240 



288 



tgc get agt ccc acc cgc gga ggg gae gca gge gtg eaa ate tgt etc 336 
Cys Ala Ser Pro Thr Arg Gly Gly Asp Ala Gly Val Gin He Cys Leu 
100 105 110 



-88- 



gcc tgc agg aag cgc cga aaa cgc tgc atg cgt cac get atg tgc tgc 3 84 
Ala Cys Arg Lys Arg Arg Lys Arg Cys Met Arg His Ala Met Cys Cys 
115 120 125 

ccc ggg aat tac tgc aaa aat gga ata tgc gtg tct tot gat caa aat 432 
Pro Gly Asn Tyr Cys Lys Asn Gly He Cys Val Ser Ser Asp Gin Asn 
130 135 j^4Q 



cat ttc cga gga gaa att gag gaa acc ate act gaa age ttt ggt aat 

His Phe Arg Gly Glu He Glu Glu Thr He Thr Glu Ser Phe Gly Asn 
145 150 Tt-c 

155 160 

gat eat age acc ttg gat ggg tat tee aga aga aec aec ttg tct tea 
Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser Ser 



165 170 



175 



aaa atg tat eae ace aaa gga eaa gaa ggt tct gtt tgt etc egg tea 
Lys Met Tyr His Thr Lys Gly Gin Glu Gly Ser Val Cys Leu Arg Ser 
180 185 

tea gae tgt gee tea gga ttg tgt tgt get aga eae tte tgg tec aag 
Ser Asp Cys Ala Ser Gly Leu Cys Cys Ala Arg His Phe Trp Ser Lys 
195 200 205 

ate tgt aaa cct gtc ctg aaa gaa ggt caa gtg tgt acc aag eat agg 
He Cys Lys Pro Val Leu Lys Glu Gly Gin Val Cys Thr Lys His Ara 
210 215 220 

aga aaa ggc tct cat gga eta gaa ata tte eag cgt tgt tac tgt gga 

Arg Lys Gly Ser His Gly Leu Glu He Phe Gin Arg Cys Tyr Cys Gly 

225 2^0 o-3ir 

235 240 

gaa ggt ctg tct tgc egg ata cag aaa gat cac cat caa gcc agt aat 
Glu Gly Leu Ser Cys Arg He Gin Lys Asp His His Gin Ala Ser Asn 
245 250 255 

tct tct agg ctt cac act tgt cag aga cac 
Ser Ser Arg Leu His Thr Cys Gin Arg His 
260 265 



480 



528 



576 



624 



672 



720 



768 



798 



<210> 10 

<211> 702 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (537) 

<400> 10 

gaa ttc ggc acg agg gtt ggg agg tat tgc cac agt ccc cac caa gga 4 
Glu Phe Gly Thr Arg Val Gly Arg Tyr Cys His Ser Pro His Gin Gly 



-89- 



tca teg gcc tgc atg gtg tgt egg aga aaa aag aag cgc tgc cac ccra 
Ser Ser Ala Cys Met Val Cys Arg Arg Lys Lys Lys Arg Cys His Arg 
2° 25 30 

gat ggc atg tgc tgc ccc agt acc cgc tgc aat aat ggc ate tgt ate 
ASP Gly Met Cys Cys Pro Ser Thr Arg Cys Asn Asn Gly He Cys ill 
25 40 45 

cca gtt act gaa age ate tta acc cet eac ate eeg get etg gat act 
Pro val Thr Glu Ser He I.eu Thr Pro His He Pro Ila LeS Sp 
50 55 IT- 



60 



act egg cac aga gat ega aac cac ggt cat tac tea aac cat gac ttg 
Thr Arg His Arg Asp Arg Asn His Gly His Tyr Ser Asn His Asp Leu 

•75 80 

gga tgg eag aat eta gga aga eca eac act aag atg tea eat ata aaa 
Gly Trp Gin Asn Leu Gly Arg Pro His Thr Lys Met Ser His He Lys 
85 90 95 

ggg eat gaa gga gac ece tge eta ega tea tea gac tgc att gaa qaa 
Gly HIS Glu Gly Asp Pro Cys Leu Arg Ser Ser Isp Cys He G^u Gly 
100 105 110 

ttt tge tgt get cgt cat tte tgg acc aaa ate tgc aaa cca gtg etc 
Phe Cys cys Ala Arg His Phe Trp Thr Lys He Cys Lys Pro Vl Leu 

120 125 

cat eag ggg gaa gtc tgt ace aaa caa cgc aag aag ggt tet cat acra 
Hxs Gin Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly S^r hL ITy 
130 135 140 

jlf. ""^^ ""^^ ^^'^ ^^"^ ggc etg tet tge aaa 

Leu Glu He Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 

155 , 160 

gta tgg aaa gat gee ace tac tec tee aaa gee aga etc cat gtg tcrt 
val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val Cys 
165 170 

cag aaa att tgatcaccat tgaggaaeat cateaattgc agactgtgaa 
Gin Lys He 



96 



144 



192 



240 



288 



336 



384 



432 



480 



528 



577 



gttgtgtatt taatgcatta tageatggtg gaaaataagg tteagatgca gaagaatgge 637 
taaaataaga aaegtgataa gaatatagat gatcaeaaaa aaaaaaaaaa aaaagatgcg 697 

gccgc 

702 

<210> 11 

<211> 179 

<212> PRT 

<213> Homo sapiens 



<400> 11 



-90- 



Glu Phe Gly Thr 
1 

Ser Ser Ala Cys 
20 

Asp Gly Met Cys 
35 

Pro Val Thr Glu 
50 

Thr Arg His Arg 
65 

Gly Trp Gin Asn 



Gly His Glu Gly 
100 

Phe Cys Cys Ala 
115 

His Gin Gly Glu 
130 

Leu Glu lie Phe 
145 

Val Trp Lys Asp 



Gin Lys He 



Arg Val Gly Arg 
5 

Met Val Cys Arg 



Cys Pro Ser Thr 
40 

Ser He Leu Thr 
55 

Asp Arg Asn His 
70 

Leu Gly Arg Pro 
85 

Asp Pro Cys Leu 



Arg His Phe Trp 
120 

Val Cys Thr Lys 
135 

Gin Arg Cys Asp 
150 

Ala Thr Tyr Ser 
165 



Tyr Cys His Ser 
10 

Arg Lys Lys Lys 
25 

Arg Cys Asn Asn 



Pro His He Pro 
60 

Gly His Tyr Ser 
75 

His Thr Lys Met 
90 

Arg Ser Ser Asp 
105 

Thr Lys He Cys 



Gin Arg Lys Lys 
140 

Cys Ala Lys Gly 
155 

Ser Lys Ala Arg 
170 



Pro His Gin Gly 
15 

Arg Cys His Arg 
30 

Gly He Cys He 
45 

Ala Leu Asp Gly 



Asn His Asp Leu 
80 

Ser His He Lys 
95 

Cys He Glu Gly 
110 

Lys Pro Val Leu 
125 

Gly Ser His Gly 



Leu Ser Cys Lys 
160 

Leu His Val Cys 
175 



<210> 12 
<211> 537 
<212> DNA 

< 2 13 > Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (537) 

<400> 12 

gaa ttc ggc acg agg gtt ggg agg 
Glu Phe Gly Thr Arg Val Gly Arg 
1 5 

tea teg gcc tgc atg gtg tgt egg 
Ser Ser Ala Cys Met Val Cys Arg 
20 



tat tgc cac agt ccc cac caa gga 48 
Tyr Cys His Ser Pro His Gin Gly 
10 15 

aga aaa aag aag cgc tgc cac cga 96 
Arg Lys Lys Lys Arg Cys His Arg 
25 30 



-91 - 



gat ggc atg tgc tgc ccc agt acc cgc tgc aat aat ggc ate tgt ate 
Asp Gly Met Cys Cys Pro Ser Thr Arg Cys Asn Asn Gly He Cys He 
35 40 45 



act egg cac aga gat cga aac cac ggt cat tac tea aae eat gac ttg 
Thr Arg His Arg Asp Arg Asn His Gly His Tyr Ser Asn His Asp Leu 

"^0 75 80 

gga tgg cag aat eta gga aga cea cac act aag atg tea eat ata aaa 
Gly Trp Gin Asn Leu Gly Arg Pro His Thr Lys Met Ser His He Lys 
85 90 95 



100 105 



110 



ttt tgc tgt get cgt cat ttc tgg aee aaa ate tgc aaa cca gtg etc 
Phe Cys Cys Ala Arg His Phe Trp Thr Lys He Cys Lys Pro Val Leu 
115 120 



125 



130 135 



140 



ctg gaa att ttc cag cgt tgc gac tgt gcg aag ggc ctg tet tgc aaa 

Leu Glu He Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 

14 5 150 T c cr 

-L^u 155 j^gQ 

gta tgg aaa gat gcc acc tac tec tec aaa gcc aga etc cat gtg tgt 

Val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val Cys 



Ibb 170 



175 



cag aaa att 
Gin Lys lie 



144 



cca gtt act gaa age ate tta acc cet cac ate ecg get ctg gat ggt 192 
Pro Val Thr Glu Ser He Leu Thr Pro His He Pro Ala Leu Asp Gly 
50 55 60 



240 



288 



ggg cat gaa gga gac ccc tgc eta cga tea tea gac tgc att gaa ggg 336 
Gly Hxs Glu Gly Asp Pro Cys Leu Arg Ser Ser Asp Cys He Glu Gly 



384 



cat cag ggg gaa gtc tgt acc aaa caa cgc aag aag ggt tet cat ggg 432 
His Gin Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly Ser His Glv 



480 



528 



537 



<210> 13 

<211> 928 

<212> DNA 

<213 > Homo sapiens 

<220> 

<221> CDS 

<222> (75) . . (800) 

<400> 13 

ctcgaggcca aaattcggca cgaggceggg ctgtggtcta geataaaggc ggagcecaga 6 0 

agaaggggcg gggt atg gga gaa gee tec cca cet gee ccc gea agg egg 110 
Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg 
15 10 



-92- 



cat ctg ctg gtc ctg ctg ctg etc etc tct acc ctg gtg ate cce tec 158 
His Leu Leu Val Leu Leu Leu Leu Leu Ser Thr Leu Val lie Pro Ser 
15 20 25 

get gca get eet ate cat gat get gac gee eaa gag age tec ttg ggt 206 
Ala Ala Ala Pro lie His Asp Ala Asp Ala Gin Glu Ser Ser Leu Gly 
30 35 40 

etc aea ggc etc eag age eta etc eaa ggc ttc age ega ett ttc etg 2 54 
Leu Thr Gly Leu Gin Ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu 
45 50 55 60 

aaa ggt aae etg ett egg ggc ata gac age tta tte tct gee cce atg 3 02 
Lys Gly Asn Leu Leu Arg Gly lie Asp Ser Leu Phe Ser Ala Pro Met 
65 70 75 

gac tte egg gge etc cct ggg aae tac cae aaa gag gag aae cag gag 350 
Asp Phe Arg Gly Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu 
80 85 90 

cac cag ctg ggg aae aae ace etc tee age cae etc cag ate gac aag 398 
His Gin Leu Gly Asn Asn Thr Leu Ser Ser His Leu Gin lie Asp Lys 
95 100 105 

atg ace gac aae aag aea gga gag gtg etg ate tec gag aat gtg gtg 446 
Met Thr Asp Asn Lys Thr Gly Glu Val Leu lie Ser Glu Asn Val Val 
110 115 120 

gca tec att eaa eca geg gag ggg age ttc gag ggt gat ttg aag gta 494 
Ala Ser lie Gin Pro Ala Glu Gly Ser Phe Glu Gly Asp Leu Lys Val 
125 130 135 140 

ecc agg atg gag gag aag gag gee ctg gta cce ate eag aag gee acg 542 
Pro Arg Met Glu Glu Lys Glu Ala Leu Val Pro lie Gin Lys Ala Thr 
145 150 155 

gac age tte cae aea gaa etc eat ecc egg gtg gee tte tgg ate att 590 
Asp Ser Phe His Thr Glu Leu His Pro Arg Val Ala Phe Trp lie lie 
160 165 170 

aag etg cca egg egg agg tec cae eag gat gee etg gag gge gge cac 6 38 
Lys Leu Pro Arg Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His 
175 180 185 

tgg etc age gag aag ega cae cgc ctg cag gee ate egg gat gga etc 6 86 
Trp Leu Ser Glu Lys Arg His Arg Leu Gin Ala lie Arg Asp Gly Leu 
190 195 200 

cgc aag ggg ace cac aag gac gtc eta gaa gag ggg ace gag age tec 734 
Arg Lys Gly Thr His Lys Asp Val Leu Glu Glu Gly Thr Glu Ser Ser 
205 210 215 220 

tec cac tec agg ctg tec ecc ega aag acc cac tta ctg tac ate etc 782 
Ser His Ser Arg Leu Ser Pro Arg Lys Thr His Leu Leu Tyr lie Leu 
225 230 235 



-93- 



11^ ull all ^f^ f^^ taggggtggg gaccggggag cacctgcctg 830 



Arg Pro Ser Arg Gin Leu 
240 



tagcccccat cagaccctgc cccaagcacc atatggaaat aaagttcttt cttacatcta 890 
aaaaaaaaaa aaaaaaaaaa aaaaaaattg gcggccgc 



<210> 14 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg His Leu Leu Val 

^ 10 15 

Leu Leu Leu Leu Leu Ser Thr Leu Val lie Pro Ser Ala Ala Ala Pro 
2° 25 30 

He His Asp Ala Asp Ala Gin Glu Ser Ser Leu Gly Leu Thr Gly Leu 
35 40 45 

Gin ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu Lys Gly Asn Leu 
^° 55 60 



Leu Arg Gly He Asp Ser Leu Phe Ser Ala Pro Met Asp Phe Arg Glv 

75 ^ 80 

Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu His Gin Leu Gly 



85 90 95 



Asn Asn Thr Leu Ser Ser His Leu Gin He Asp Lys Met Thr Asp Asn 



100 105 



110 



Lys Thr Gly Glu Val Leu He Ser Glu Asn Val Val Ala Ser He Gin 
115 120 125 

Pro Ala Glu Gly Ser Phe Glu Gly Asp Leu Lys Val Pro Arg Met Glu 

1^0 I'^R T^rt 

x^i3 140 



Glu Lys Glu Ala Leu Val Pro He Gin Lys Ala Thr Asp Ser Phe His 

155 160 

Thr Glu Leu His Pro Arg Val Ala Phe Trp He He Lys Leu Pro Arg 
165 170 175 

Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His Trp Leu Ser Glu 
180 185 190 

Lys Arg His Arg Leu Gin Ala He Arg Asp Gly Leu Arg Lys Gly Thr 
195 200 205 

His Lys Asp Val Leu Glu Glu Gly Thr Glu Ser Ser Ser His Ser Ara 

215 220 



928 



-94- 



Leu Ser Pro Arg Lys Thr His Leu Leu Tyr He Leu Arg Pro Ser Ara 
225 ^ 

Gin Leu 



225 230 oTc 

^■^^ 235 240 



<210> 15 

<211> 726 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (726) 



<400> 15 

atg gga gaa gcc tec cca cct gcc ccc gca agg egg cat ctg ctg gtc 

Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg His Leu Leu Val 
1 5 10 



15 



Ctg ctg ctg etc etc tct acc ctg gtg ate ccc tec get gca get cct 
Leu Leu Leu Leu Leu Ser Thr Leu Val He Pro Ser Ala Ala Ala Pro 



20 25 



30 



ate cat gat get gac gee caa gag age tec ttg ggt etc aca ggc etc 
He His Asp Ala Asp Ala Gin Glu Ser Ser Leu Gly Leu Thr Gly Leu 



35 40 



45 



50 55 



60 



Ctt egg ggc ata gac age tta tte tct gee ccc atg gac ttc egg ggc 
Leu Arg Gly He Asp Ser Leu Phe Ser Ala Pro Met Asp Phe Arg Gly 



65 70 



75 



80 



etc cct ggg aac tac cac aaa gag gag aac cag gag cae cag ctg ggg 
Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu His Gin Leu Gly 



85 90 



95 



110 



aag aca gga gag gtg ctg ate tee gag aat gtg gtg gca tec att caa 
Lys Thr Gly Glu Val Leu He Ser Glu Asn Val Val Ala Ser He Gin 



115 120 



125 



130 135 



140 



gag aag gag gcc ctg gta ccc ate cag aag gcc acg gac age ttc cac 
Glu Lys Glu Ala Leu Val Pro He Gin Lys Ala Thr Asp Ser Phe His 

150 155 160 



48 



96 



144 



cag age eta etc caa ggc ttc age ega ctt ttc ctg aaa ggt aac ctg 192 
Gin Ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu Lys Gly Asn Leu 



240 



288 



aac aac ace etc tec age cac etc cag ate gac aag atg acc gac aac 336 
Asn Asn Thr Leu Ser Ser His Leu Gin He Asp Lys Met Thr Asp Asn 
100 105 



384 



cca gcg gag ggg age ttc gag ggt gat ttg aag gta ccc agg atg gag 432 
Pro Ala Glu Gly Ser Phe Glu Gly Asp Leu Lys Val Pro Arg Met Glu 



480 



-95- 



aca gaa etc cat ccc egg gtg gcc ttc tgg ate att aag ctg eca egg 528 
Thr Glu Leu His Pro Arg Val Ala Phe Trp lie lie Lys Leu Pro Arg 
165 170 175 

egg agg tee cae eag gat gcc ctg gag gge ggc cac tgg etc age gag 576 
Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His Trp Leu Ser Glu 
180 185 190 

aag ega cae cgc ctg cag gcc ate egg gat gga etc cge aag ggg ace 624 
Lys Arg His Arg Leu Gin Ala lie Arg Asp Gly Leu Arg Lys Gly Thr 
195 200 205 

cae aag gae gtc eta gaa gag ggg ace gag age tee tee cae tee agg 6 72 
His Lys Asp Val Leu Glu Glu Gly Thr Glu Ser Ser Ser His Ser Arg 
210 215 220 

ctg tec eee ega aag acc cac tta ctg tac ate etc agg ece tct egg 720 
Leu Ser Pro Arg Lys Thr His Leu Leu Tyr lie Leu Arg Pro Ser Arg 
225 230 235 ^240 

cag ctg 726 
Gin Leu 



<210> 16 
<211> 2381 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (110) . . (1156) 
<400> 16 

mgtegaccea cgegtecget gtggeageee agetaceggt cgtgaccaga tecagcttgc 6 0 

agetcagett tgttcatteg aattgggegg cggecagcgc ggaacaaac atg eag egg 118 

Met Gin Arg 
1 



etc ggg ggt att ttg ctg tgt aea ctg ctg geg geg geg gtc ccc act 
Leu Gly Gly lie Leu Leu Cys Thr Leu Leu Ala Ala Ala Val Pro Thr 
5 10 15 



166 



get ect get cet tee ccg aeg gtc act tgg act ccg geg gag ceg ggc 
Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro Ala Glu Pro Gly 
20 25 30 35 



214 



eca get etc aac tac cct cag gag gaa get aeg etc aat gag atg ttt 
Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn Glu Met Phe 
40 45 50 



262 



ega gag gtg gag gag ctg atg gaa gae act eag cac aaa ctg cgc agt 
Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys Leu Arg Ser 
55 60 65 



310 



-96- 



gcc gtg gag gag atg gag gcg gaa gaa gca get get aaa acg tee tct 358 
Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys Thr Ser Ser 



70 75 



80 



gag gtg aac ctg gca age tta cct ccc aac tat cac aat gag ace age 
Glu Val Asn Leu Ala Ser Leu Pro Pro Asn Tyr His Asn Glu Thr Ser 
85 90 95 

acg gag ace agg gtg gga aat aac aca gtc cat gtg cac cag gaa gtt 
Thr Glu Thr Arg Val Gly Asn Asn Thr Val His Val His Gin Glu Val 
100 105 



110 



115 



cac aag ata acc aac aac cag agt gga cag gtg gtc ttt tct gag aca 
His Lys He Thr Asn Asn Gin Ser Gly Gin Val Val Phe Ser Glu Thr 



120 125 



130 



gtc att aca tct gta ggg gat gaa gaa ggc aag agg age eat gaa tgt 
Val He Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser His Glu Cys 



135 140 



145 



ate att gat gaa gae tgt ggg ecc ace agg tac tgc cag tte tec age 
He He Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin Phe Ser Ser 



150 155 



160 



ttc aag tae ace tgc cag cca tgc egg gac cag cag atg eta tgc acc 
Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met Leu Cys Thr 



165 170 



175 



ega gac agt gag tgc tgt gga gac cag ctg tgt gee tgg ggt cac tgc 
Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Ala Trp Gly His Cys 



180 185 



190 



195 



210 



agg gat tgc cag cct ggc ctg tgt tgt gee ttc caa aga ggc ctg ctg 
Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg Gly Leu Leu 
215 220 



225 



tte ecc gtg tgc aca ccc ctg ccc gtg gag gga gag etc tgc cat gac 
Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu Cys His Asp 
230 235 ^ 



240 



ecc ace age cag ctg ctg gat etc ate ace tgg gaa ctg gag ect gaa 
Pro Thr Ser Gin Leu Leu Asp Leu He Thr Trp Glu Leu Glu Pro Glu 



245 250 



255 



gga get ttg gae cga tgc ecc tgc gee agt ggc etc eta tgc cag cca 
Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu Cys Gin Pro 



260 265 



270 275 



cac age cac agt ctg gtg tae atg tgc aag cca gee ttc gtg ggc age 
His Ser His Ser Leu Val Tyr Met Cys Lys Pro Ala Phe Val Gly Ser 
280 285 290 



406 



454 



502 



550 



598 



646 



694 



acc caa aag gee ace aaa ggt ggc aat ggg ace ate tgt gac aac cag 742 
Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr He Cys Asp Asn Gin 
200 205 



790 



838 



886 



934 



982 



-97- 



cat gac cac agt gag gag age cag ctg ccc agg gag gcc ccg gat gag 
Hxs Asp His Ser Glu Glu Ser Gin Leu Pro Arg Glu Ala Pro Asp Glu 
295 300 

tac gaa gat gtt ggc ttc ata ggg gaa gtg cgc cag gag ctg gaa gac 
Tyr Glu Asp Val Gly Phe He Gly Glu Val Arg Gin Glu Leu Glu Asp 
310 315 320 

i^'^n o""" ""^^ ''^^ gcc cct 

Leu Glu Arg Ser Leu Ala Gin Glu Met Ala Phe Glu Gly Pro Ala Pro 
325 330 

"""^ ^^"^ 9ag gag att taggcccaga cccagctgag 

Val Glu Ser Leu Gly Gly Glu Glu Glu He a a a 

340 345 



1030 



1078 



1126 



1176 



tcactggtag atgtgcaata gaaatggcta atttattttc ccaggagtgt ccccaagtgt 1236 
ggaatggccg cagctccttc ccagtagctt ttcctctggc ttgacaaggt acagtgcagt 1296 
acatttcttc cagccgccct gcttctctga cttgggaaag acaggcatgg cgggtaaggg 1356 
cagcggtgag tcgtccctcg ctgttgctag aaacgctgtc ttgttcttca tggatggaag 1416 
atttgtttga agggagagga tgggaagggg tgaagtctgc tcatgatgga tttgggggat 1476 
acagggagga ggatgcctgc cttgcagacg tggacttggc aaaatgtaac ctttgctttt 1536 
gtcttgcgcc gctcccatgg gctgaggcag tggctacaca agagctatgc tgctctgtgg 1596 
cctcccacat attcatccct gtgtttcagc tcctacctca ctgtcagcac agcccttcat 1656 
agccacgccc cctcttgctc accacagcct aggaggggac cagaggggac ttctctcaga 1716 
gccccatgct ctctctctca accccatacc agcctctgtg ccagcgacag tccttccaaa 1776 
tggagggagt gaaatccttt ggtttaatta ttttctcctt caaggcacgc ctgccactaa 1836 
ggtcaggctg acttgcatgt ccctctaacg ttcgtagcag tgtggtggac actgtcttcc 1896 
accgactgct tcaatacctc tgaaagccag tgctcggagt gcagttcgtg taaattaatt 1956 
tgcaggaagt atacttggct aattgtaggg ctaggattgt gaatgaaatt tgcaaagtcg 2016 
cttagcaaca atggaaagcc tttctcagtc acaccgagaa gtcacaacca agccaggttg 2076 
tgtagagtac agctgtgaca tacagacaga agaaggctgg gctggatgtc aggcctcaga 2136 
tgacggtttc aggtgccagg aactattacc attctgtatc tatccagagt tattaaaatt 2196 
gaaagttgca cacatttgta taagcatgcc tttctcctga gttttaaatt atatgtatac 2256 
acaaacatgt ggccctcaaa gatcatgcac aaaccactac tctttgctaa ttcttggact 2316 
tttctctttg attttcaata aatacaaatc cccttcatgc aaaaaaaaaa aaaaagggcg 2376 
gccgc 

2381 



-98- 



<210> 17 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 17 



Met Gin Arg Leu Gly Gly He Leu Leu Cys Thr Leu Leu Ala Ala Ala 

5 10 15 

Val Pro Thr Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro Ala 

25 30 

Glu Pro Gly Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn 



40 



45 



Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 

55 so 

Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 

V5 I, 

Thr Ser Ser Glu Val Asn Leu Ale 



85 90 



a Ser Leu Pro Pro Asn Tyr His Asn 

95 



Glu Thr Ser Thr Glu Thr Arg Val Gly Asn Asn Thr Val 



100 



105 



His Val Hi 
110 



s 



Gin Glu Val His Lys He Thr Asn Asn Gin Ser Gly Gin Val Val Phe 

120 125 

ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser 

135 140 

His Glu cys He He Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin 



150 



155 



Phe Ser Ser Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin 



165 



160 



Gin Met 



170 



175 

Leu cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Al 



- ' ^-f" ^J"= ^-^y -"^fp ^±n L.&U Cys Ala Trp 

180 185 190 

Gly His Cys Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr He Cvs 
195 200 205 

Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 

220 

Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 



230 



235 



240 



cys His Asp Pro Thr Ser Gin Leu Leu Asp Leu He Thr Trp Glu Leu 
245 250 



255 



-99- 



Glu Pro Glu Gly Ala Leu 
260 

Cys Gin Pro His Ser His 
275 

Val Gly Ser His Asp His 
290 



Asp Arg Cys Pro Cys 
265 

Ser Leu Val Tyr Met 
280 

Ser Glu Glu Ser Gin 
295 



Ala Ser Gly Leu Leu 
270 

Cys Lys Pro Ala Phe 
285 

Leu Pro Arg Glu Ala 
300 



Pro Asp Glu Tyr Glu 
305 

Leu Glu Asp Leu Glu 
325 

Pro Ala Pro Val Glu 
340 



Asp Val Gly Phe lie 
310 

Arg Ser Leu Ala Gin 
330 

Ser Leu Gly Gly Glu 
345 



Gly Glu Val Arg Gin Glu 
315 320 

Glu Met Ala Phe Glu Gly 
335 

Glu Glu lie 



<210> 18 
<211> 1047 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1047) 



<400> 18 

atg cag egg etc ggg ggt att ttg 

Met Gin Arg Leu Gly Gly lie Leu 

1 5 

gtc ccc act get cct get eet tec 
Val Pro Thr Ala Pro Ala Pro Ser 
20 



ctg tgt aca etg ctg gcg geg gcg 48 
Leu Cys Thr Leu Leu Ala Ala Ala 
10 15 

ecg acg gtc act tgg act ecg geg 96 
Pro Thr Val Thr Trp Thr Pro Ala 
25 30 



gag ceg ggc cca get etc aac tac cct cag gag gaa get acg etc aat 144 
Glu Pro Gly Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn 
35 40 45 



gag atg ttt cga gag gtg gag gag ctg atg gaa gac act cag eac aaa 192 
Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 



ctg cgc agt gee gtg gag gag atg 
Leu Arg Ser Ala Val Glu Glu Met 
65 70 

acg tec tet gag gtg aac etg gea 
Thr Ser Ser Glu Val Asn Leu Ala 
85 



9^9 gcg gaa gaa gea get get aaa 24 0 
Glu Ala Glu Glu Ala Ala Ala Lys 
75 80 

age tta cct ecc aac tat eac aat 288 
Ser Leu Pro Pro Asn Tyr His Asn 
90 95 



gag ace age acg gag ace agg gtg gga aat aac aca gtc cat gtg cac 336 
Glu Thr Ser Thr Glu Thr Arg Val Gly Asn Asn Thr Val His Val His 
100 105 110 



- 100- 



cag gaa gtt cac aag ata acc aac aac cag agt gga cag gtq ate ttt 
Gin Glu Val His Lys He Thr Asn Asn Gin Ser lly Gin vll Jal Phe 
115 120 125 

tct gag aca gtc att aca tct gta ggg gat gaa gaa ggc aag ago aac 
ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Sy Ly! Irg Ser 
130 135 



140 



cat gaa tgt ate att gat gaa gac tgt ggg ccc acc agg tac tgc caa 
Hxs Glu Cys He He Asp Glu Asp Cys Gly Pro Thr Ar^ Tyr Cys ctn 

ISO 155 



160 



III c! t^"" ^^"^ ^'"'^ ^^"^ egg gac eag cag atg 

Phe Ser Ser Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met 
165 170 j^75 

eta tgc acc cga gac agt gag tgc tgt gga gac cag etg tgt gee taa 
Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gil Leu Cys Ila tII 
180 185 190 

ggt cac tgc acc caa aag gee acc aaa ggt ggc aat ggg acc ate tar 
Gly His cys Thr Gin Lys Ala Thr Lys Gly Gly Asn Sy Jhr He Cys 



200 



205 



gac aac cag agg gat tgc cag cet ggc etg tgt tgt gee ttc caa aaa 
ASP Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ila PhS Gin Irg 
210 215 ^ 



220 



ggc etg etg ttc ccc gtg tgc aca ccc etg eee gtg gag gga gag etc 
Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly GlJ Leu 



240 



tgc cat gac eee acc age cag etg etg gat etc ate ace tgg gaa etg 
cys Hxs Asp Pro Thr Ser Gin Leu Leu Asp Leu He Thr Trp Glu Leu 

245 



250 



255 



gag cct gaa gga get ttg gac cga tgc ccc tgc gcc agt ggc etc eta 
Glu Pro Glu Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser G^y Leu Leu 
260 J 



265 



270 



tgc cag cca cac age cac agt etg gtg tac atg tgc aag eea gcc ttc 
cys Gin Pro His Ser His Ser Leu Val Tyr Met Cys Lys Pro 111 



280 



Phe 



285 



gtg ggc age cat gac cac agt gag gag age eag etg ccc agg gag gee 
val Gly ser H.s Asp His Ser Glu Glu Ser Gin Leu Pro Arg Glu All 



295 



300 



ceg gat gag tac gaa gat gtt ggc ttc ata ggg gaa gtg cae caa a^ci 
Pro ASP Glu Tyr Glu Asp Val Gly Phe He G^y Glu Val Arg G^n Glu 

310 315 

t''^^ T"" ^'^^ 5ag atg gca ttt gag ggg 

Leu Glu ASP Leu Glu Arg Ser Leu Ala Gin Glu Met Ala Phe Glu GlJ 



325 330 



335 



6 



8 



1( 



- 101 - 



s ir: s ?2 s L': z m s 

■^^^ 345 



1047 



<210> 19 
<211> 8 
<212> PRT 

<213> synthtic construct 



<400> 19 




